
Summary. The trans-Golgi network (TGN) is a major
traffic hub of the cell, as it regulates membrane transport
in the secretory pathway as well as receiving protein
cargo by retrograde transport from endocytic
compartments. Retrograde transport between endosomes
and the TGN is essential for the recycling of membrane
proteins which regulate a range of cellular and
development functions. In addition, retrograde transport
pathways are exploited by many bacterial toxins to
mediate cytotoxicity and by some viral proteins to
promote pathogenicity. Recent advances using a range of
molecular cell biological strategies have identified
multiple retrograde transport pathways each regulated by
a distinct set of molecular machinery. Here we review
recent advances in this field and highlight the
importance of these transport pathways in a range of
physiological processes.
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Introduction

Membrane transport pathways were traditionally
divided into the outward-bound or secretory pathway
and the inward-bound or endocytic pathway. However, it
is now clear that intracellular membrane transport
pathways form a complex network and the two
traditional pathways converge at a variety of locations
(Derby and Gleeson, 2007). The trans-Golgi network
(TGN), located at the exit face of the Golgi stack
(Griffiths and Simons, 1986) represents a trafficking hub

at the intersection of the outward-bound and inward-
bound pathways. The TGN sorts a plethora of cargo
proteins and lipids into membrane carriers destined for
the plasma membrane, endosomes, secretory granules, or
other locations (Keller and Simons, 1997; Traub and
Kornfeld, 1997; Di Fiore and De Camilli, 2001;
Sannerud et al., 2003; Young et al., 2005). In addition,
the TGN receives cargo from various endosomal
locations by a process known as retrograde transport
(Derby and Gleeson, 2007; Johannes and Popoff, 2008).
Initially of interest in understanding how bacterial toxins
are internalised and transported within the cell,
retrograde transport is now recognised as playing a key
role in many physiological and cellular processes
(Bonifacino and Rojas, 2006; Johannes and Popoff,
2008). Here we review the key features of retrograde
transport pathways, summarise the range of cargo that
use these pathways, and discuss machinery components
that regulate the different endosome-to-TGN transport
routes.
Function of retrograde trafficking in development,
cell function and disease

The retrograde transport route is a highly selective
pathway that transports some molecules from endosomal
compartments to the TGN, bypassing alternative routes
from endosomes back to the plasma membrane or
onward to the late endocytic-lysosome pathway (Fig. 1).
Efficient transport of endogenous proteins from the early
endosomes to the TGN is limited to a specific set of
transmembrane proteins (Table 1). As indicated in Table
1 the cargos that use this retrograde transport pathway
have a wide variety of functions. These functions
include the recycling of membrane proteins such as the
sorting receptors, mannose-6-phosphate receptors (M6P-
R), sortilin and Wntless, transmembrane peptidases such
as furin and ß-amyloid cleaving enzyme (BACE),
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SNAREs, as well as ion and glucose transporters (Ghosh
et al., 1998; Lewis et al., 2000; Ghosh et al., 2003;
Shewan et al., 2003; Sandvig and van Deurs, 2005;
Bonifacino and Rojas, 2006). In addition, bacterial and
plant toxins, such as Shiga toxin, cholera toxin, pertussis
toxin and ricin (Table 1), are internalized by endocytosis
then undergo retrograde transport to the TGN as an
essential step in mediating cytotoxicity (Sandvig and van
Deurs, 2000; Utskarpen et al., 2006; Plaut and
Carbonetti, 2008). Furthermore, the HIV accessory
protein, Nef, enhances viral infectivity by
downregulating CD4 and MHC class I through
interactions with transport machinery and perturbing
retrograde transport (Johannes et al., 2003). 

The importance of retrograde transport in the
regulation of copper transport in mammalian cells by the
Menkes protein (Petris et al., 1996), and of glucose
transport in adipocytes and skeletal muscle by the
glucose transporter GLUT4 (Shewan et al., 2003) has
been appreciated for some time. More recently, a
plethora of papers has demonstrated a novel function for
retrograde transport in the secretion of signalling
molecules. The secretion of Wnt signalling proteins is
dependent upon a transmembrane sorting receptor,
Wntless, which recycles between the TGN and the cell
surface via the retrograde transport pathway (Franch-
Marro et al., 2008; Pan et al., 2008; Port et al., 2008;
Yang et al., 2008). Loss of Wntless, or a block in
retrograde transport, results in impairment of Wnt
secretion and defects in development and homeostatis in
Drosphilia and C. elegans. These exciting findings have
highlighted the relevance of retrograde transport in
development. 

396
Retrograde transport pathways

Fig. 1. Endosome-to-TGN retrograde transport pathways. The
retrograde transport of cargo proteins to the TGN can occur from the
early endosome, recycling endosome and late endosome (indicated by
red arrows). Each of these three pathways is selective for a distinct
cohort of cargo and requires distinct machinery components. See text
for details

Table 1. Cargo proteins that undergo endosome to trans-Golgi network transport steps.

Cargo protein Functional information Reference

CI-M6PR/CD-M6PR Cation-independent and -dependent mannose-6-phosphate receptors that are
involved in TGN to endosome transport of lysosomal enzymes Riederer et al., 1994; Ghosh et al., 2003

TGN38/TGN46 Rat TGN38 and human TGN46 recycling protein of unknown function Banting et al., 1998; Ghosh et al., 1998

Furin Membrane associated subtilising-like eukaryotic endoprotease that is involved
in proteolytic cleavage

Mallet and Maxfield, 1999; Teuchert et al.,
1999

Sortilin Multi-ligand receptor that is involved in trafficking of proteins from the TGN to
the lysosomes

Seaman, 2004; Canuel et al., 2008; Mari et
al., 2008

Shiga toxin Exotoxins produced by Shigalla like bacteria Johannes et al., 1997; Mallard et al., 1998
Cholera toxin Exotoxins produced by Vibrio cholera Lencer, 2004
Ricin Plant related exotoxins Iversen et al., 2001; Sandvig and van Deurs,

2005; Stechmann et al., 2010

Wntless Sorting receptor required for Wnt secretion
Hausmann et al., 2007; Belenkaya et al.,
2008; Eaton, 2008; Franch-Marro et al.,
2008; Port et al., 2008; Yang et al., 2008

ATP7A (Menkes protein) P type ATPase involve in regulation of copper levels in mammalian cells Petris et al., 1996; Lane et al., 2004
VAMP4 v-SNARE associated with the early/recycling endosome Tran et al., 2007

Syntaxin 6 t-SNARE localised to the TGN for efficient retrograde transport of TGN38 and
Shiga toxin

Kasai and Akagawa, 2001; Wendler and
Tooze, 2001; Lieu et al., 2007

GLUT4 Major glucose transporter involved in uptake of glucose under insulin
stimulated conditions

Shewan et al., 2003; Hou and Pessin, 2007;
Blot and McGraw, 2008

BACE (ß-amyloid cleaving
enzyme)

Alzheimer related enzyme that is involved in processing of amyloid precursor
protein von Arnim et al., 2004; Wahle et al., 2005



The membrane protein TGN38/46 and the non-toxic
receptor-binding B-subunit of bacterial Shiga toxin have
played key roles in the discovery, and the molecular
dissection, of membrane trafficking at the early/
recycling endosomes-TGN interface. Over the past few
years, a number of retrograde transport pathways from
the endosomal compartments to the TGN have been
identified in mammalian cells (Sannerud et al., 2003;
Bonifacino and Rojas, 2006; Johannes and Popoff,
2008). Multicellular organisms have a greater
complexity in their retrograde transport pathways, both
in components and number of pathways, than single cell
yeast (Bonifacino and Rojas, 2006; Johannes and
Popoff, 2008) and the evolution of these pathways is
likely to reflect specialised functions associated with
development and physiology of multicellular organisms. 
Approaches to dissect retrograde transport

Traditionally, cell lines have provided the model
systems to explore and dissect retrograde trafficking
using both microscopic and biochemical approaches.
The ability to define retrograde transport pathways has
been dramatically enhanced over the past decade by the
use of defined organelle markers, such as EEA1 for early
endosomes, Rab11 for recycling endosomes, Rab7 and
LAMP1 for late endosomes and a range of markers for
the Golgi apparatus including the TGN (Derby and
Gleeson, 2007). Tracking the movement of cargo from
the cell surface back to the Golgi apparatus can be
readily accomplished by use of fluorescently labelled
ligand molecules, such as fluorescently labelled toxins,
or antibodies which recognise an extracellular epitope of
a membrane cargo molecule or modified cargo
containing an exofacial tag. Tracking the internalisation
and transport of cargo usually is performed by tagging
the cell surface molecules of intact cells at 0°C, warming
to 37°C and then monitoring the internalisation of the
labelled complexes through intracellular compartments.
The availability of software packages for quantifying
fluorescent intensities in defined regions of cells has
allowed these fluorescence-based studies to move from a
qualitative cell based analysis to a quantitative analysis
within a population of cells. Given the range of
fluorochromes now commercially available, multiple
organelle markers can be labelled simultaneously with
the cargo to determine the distribution of the cargo in
different compartments at any one time-point. Coupled
with interference RNA (RNAi) to deplete components of
the trafficking machinery, transport routes and the
regulatory components can be identified for each cargo.
Microscopic analyses can also be supplemented with
powerful biochemical assays to determine the kinetics of
arrival at the Golgi apparatus; such assays were
pioneered in the 1990s and which exploited post-
translational modifications that occur specifically in the
TGN such as protein sulphation (Johannes et al., 1997).

With the identification of molecular components
which regulate retrograde transport, the importance of

retrograde transport pathways is now under investigation
in a range of organisms such as C. elegans and
Drosphilia by the silencing and knock-out of machinery
components. In addition, the advent of two photon
imaging, RNAi and advances in stem cell technology
will now provide avenues to explore retrograde
trafficking in a very wide range of specialised cells in
the whole organism. 
Retrograde transport routes

Retrograde pathways include pathways from the late
endosome to the TGN as well as from the early/
recycling endosomes to the TGN (Fig. 1). Retrograde
transport pathways arising from endocytic compartments
have been dissected by tracking the transport of not only
bacterial toxins but also cargos such as M6P-R,
TGN38/46, furin, and the glucose transporter, GLUT4
(Table 1). One of the first components identified to
define one of the retrograde transport pathways was
Rab9 (Lombardi et al., 1993). Rab9 is a small GTPase
localised to the late endosome and was shown to be
important for the transport of M6P-R from the late
endosome back to the TGN (Lombardi et al., 1993;
Soldati et al., 1995). Over-expression of a dominant-
negative mutant of Rab9, and the RNAi silencing of
Rab9 in cultured cells, resulted in a block in recycling of
M6P-R from the late endosome (Soldati et al., 1993;
Carroll et al., 2001). The Rab9 effector, TIP47 binds to a
phenylalanine/tryptophan motif present in the
cytoplasmic tail of M6P-R (Diaz et al., 1997) and is
required for late endosome to Golgi transport of M6P-R
(Diaz et al., 1997; Carroll et al., 2001).

On the other hand, other cargos using endosome-to-
Golgi transport such as TGN38 or Shiga toxin were
shown to be independent on Rab9 (Mallard et al., 1998).
Early studies showed that internalised TGN38 and Shiga
toxin co-localised with transferring-positive early/
recycling endosomes, rather than Rab9-positive late
endosomes, en route to the TGN, indicating that both
these cargos used a retrograde transport pathway arising
from the early/recycling endosome (Mallard et al.,
1998). Subsequently, recycling of TGN38 and Shiga
toxin was shown to be Rab6 dependent (Mallard et al.,
2002). Recent studies in our laboratory tracking the
itinerary of TGN38 have indicated that this cargo is
transported to the Golgi directly from early endosomes
bypassing the recycling endosome (Lieu and Gleeson,
2010), a pathway for TGN38 previously proposed by
Banting and colleagues (Banting and Ponnambalam,
1997). In contrast, Shiga toxin is transported from the
early endosomes to the Golgi via the recycling
endosomes. By RNAi depletion of a range of machinery
components, Shiga toxin and TGN38 were shown to
require different trafficking components for efficient
retrograde transport (Lieu and Gleeson, 2010).
Therefore, collectively these studies indicate the
existence of at least three distinct trafficking routes from
the early endosomes to the TGN (Fig. 1). Given the
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identification of an increasing number of components for
the sorting of cargo in the early endosome, and for the
generation of transport carriers and the fusion of the
carriers at the TGN, future studies should now be able to
accurately define the precise number of retrograde
transport pathways. 
Cargos that use endosome-to-TGN transport
pathways

Selected examples of cargos that use endosome-to-
TGN transport will be discussed which have provided
the foundations for defining the machinery components
and the trafficking routes.
Mannose 6-phosphate receptors 

A shared function of the cation-dependent and
cation-independent M6P-Rs is the delivery of newly
synthesised acid hydrolyases to the lysosomes (Ghosh et
al., 2003). To achieve this receptor mediated delivery
system both M6P-Rs recycle between the TGN and
endosomes. The steady state distribution of M6P-R
includes the TGN and the early endosome, recycling
endosome and the late endosome, however the precise
distribution between these compartments varies with the
cell type. The collective evidence indicates that the
retrograde transport of M6P-R can occur from all three
endocytic compartments (Diaz and Pfeffer, 1998; Arighi
et al., 2004; Derby et al., 2007). Rab9 and TIP47
mediate the retrograde transport of M6P-R from the late
endosomes (Lombardi et al., 1993; Carroll et al., 2001).
Transport of M6P-R also occurs from early endosomes
to the TGN, a pathway dependent on the sorting
complex retromer, discussed below. The recycling
endosome is also likely to play a role in endosome-to-
TGN transport of M6P-R. The ablation of the recycling
endosome using HRP-conjugated transferrin blocked
retrograde transport of a chimeric M6P-R construct
consisting of the cytoplasmic tail of M6P-R fused to a
Tac tag in CHO cells (Lin et al., 2004), suggesting that
the recycling endosome is also used for endosome to
TGN transport of M6P-R. 

As M6P-R uses multiple endosome-to-TGN
transport pathways for its intracellular trafficking, it is
not surprising that multiple SNARE complexes are
required for the transport of M6PR (Amessou et al.,
2007; Ganley et al., 2008). By RNAi experiments, both
syntaxin 5 and syntaxin 16 have been reported to be
required for retrograde transport of M6P-R from
early/recycling endosomes (Amessou et al., 2007), while
a syntaxin 10 mediated SNARE complex has also been
recently reported to be important for transport of M6P-R
from the late endosome (Ganley et al., 2008). 
Protein toxins

Protein toxins exploit retrograde pathways to exert

their cytoxicity (Sannerud et al., 2003; Sandvig and van
Deurs, 2005; Spooner et al., 2008). Most protein toxins
are composed of two subunits, which are disulphide
bonded. The catalytic A subunit is responsible for
cytotoxicity of the toxin while the B subunit is required
for intracellular trafficking. The B subunit of protein
toxins binds to glycolipid receptors on the cell surface of
host cells and the receptor bound toxin complex is then
endocytosed into the early endosome. From the early
endosome, these toxins are transported in a retrograde
manner to the TGN, through the Golgi stack and
eventually reaching the ER (Sannerud et al., 2003;
Sandvig and van Deurs, 2005; Spooner et al., 2008).
Once in the ER, the catalytic A subunit can dissociate
from the B subunit and translocate to the cytosol where
it exerts it cytotoxicity by binding to the 28S ribosome to
prevent translation. Using the B subunit of Shiga toxin,
Cholera toxin, Pseudomonas toxin and ricin as model
cargos, a variety of research groups have reported that
there are differences in the retrograde transport pathways
for each toxin (Sandvig et al., 1992; Johannes et al.,
1997; Iversen et al., 2001; Feng et al., 2004). For
instance, Pseudomonas exotoxin traffics to the TGN via
the Rab9 dependent late endosome pathway while the
retrograde transport of ricin is Rab9 independent
(Iversen et al., 2001; Smith et al., 2006). Also,
retrograde transport of Shiga toxin is dependent on
Rab11, a small GTPase localised to the recycling
endosome (Wilcke et al., 2000). Overexpression of GDP
or GTP bound mutants of Rab11 can inhibit endosome to
TGN transport of Shiga toxin (Wilcke et al., 2000). On
the other hand, retrograde transport of ricin is Rab11
independent (Wilcke et al., 2000; Iversen et al., 2001)
indicating that ricin uses a different pathway from Shiga
toxin. 
TGN38/46

TGN38 is a membrane protein that recycles between
the TGN and the plasma membrane (Stanley and
Howell, 1993). The function of TGN38 is currently
unknown, although there is some evidence for its
involvement in exocytic transport from the TGN (Jones
et al., 1993). TGN38 was first identified as a resident of
the TGN in Normal Rat Kidney (NRK) cells from a
screen of cDNA clones using polyclonal serum raised
against a mixture of Golgi membrane proteins (Luzio et
al., 1990). Subsequently, orthologues of TGN38 such as
TGN46 (human orthologue of TGN38) and TGN41
(mouse orthologue of TGN38) were identified by
screening of human or mouse cDNA library using serum
against rat TGN38 (Banting and Ponnambalam, 1997).
When TGN38/46 was overexpressed in cultured cells,
TGN38/46 was not only localised to the TGN but also to
cytoplasmic structures and the cell surface, suggesting
that TGN38 may have the ability to traffic between
different intracellular compartments (Banting et al.,
1998; Ghosh et al., 1998). The recycling of TGN38/46
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was confirmed by the use of specific antibody uptake
assays to track transport of cell surface TGN38/46 back
to the Golgi in cultured cells (Banting et al., 1998;
Ghosh et al., 1998). Using CHO cells stably expressing a
TGN38 chimera reporter construct, Ghosh et al. (1998)
showed that TGN38 was internalised into transferrin-
positive endosomes en route to the TGN. Our recent
studies tracking the itinerary of TGN38 have indicated
that this cargo is transported to the Golgi directly from
early endosomes (Lieu and Gleeson, 2010). 
SNAREs that undergo endosome to TGN recycling

Certain SNAREs, in particular v-SNAREs, can also
cycle between endosomes and TGN. Recycling of
SNAREs is essential so that the v-SNAREs involved in
the TGN to endosome transport step can cycle back to
the endosomes for reuse. Both VAMP4 and syntaxin 6
have been demonstrated to have the ability to recycle
between intracellular compartments using specific
antibody uptake assay (Kasai and Akagawa, 2001; Tran
et al., 2007) However, the detailed trafficking itineraries
of both VAMP4 and syntaxin 6 have yet to mapped.
Transmembrane enzymes

A number of transmembrane enzymes, which are
proprotein convertases that catalyse the proteolytic

maturation of precursor proteins, undergo cycling
between the TGN and the cell surface. The most
extensively examined is furin, a serine endoprotease that
cleaves many substrates including transforming growth
factor ß (Thomas, 2002), which has been shown to be
internalised into endosomes and trafficked to the TGN
(Mallet and Maxfield, 1999). The ß-secretase, BACE, an
endopeptidase responsible for the cleavage of amyloid
precursor protein, is also considered to undergo
recycling based on the analysis of its steady state
distribution (He et al., 2005; Wahle et al., 2005). 
Sorting machinery of early endosome-to-TGN
transport

As for other vesicular transport pathways, retrograde
transport between the endocytic compartments and the
TGN is presumed to require the formation of membrane-
bound carriers. Hence, molecular components required
for formation of transport carriers must be recruited from
the cytosol to specific domains of the endosomal
membrane for retrograde transport. A large number of
components have been implicated in retrograde
trafficking of cargo from endosomes (Table 2) and the
precise role of these machinery components in the
sorting of cargo and formation of transport carriers is
currently receiving considerable attention. Here we will
focus on the components required for cargo sorting and
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Table 2. Trafficking components required for sorting of cargos in endosomes.
Mammalian
proteins Functional information Reference

Vps26-Vps35-
Vps29

Sub complex of the mammalian retromer involved in retrograde transport of CI-M6P-R
, Shiga toxin and TGN38

Haft et al., 2000; Arighi et al., 2004; Seaman,
2004; Popoff et al., 2007

Vps34 Phosphatidylinositol 3-kinase involved with the retrograde transport of ricin Skanland et al., 2007
SNX1 Component associated with the retromer and is required for retrograde transport of

CI-M6P-R and Shiga toxin
Carlton et al., 2004; Bujny et al., 2007;
Utskarpen et al., 2007; Lieu and Gleeson, 2010

SNX2 Component associated with the retromer and is required for retrograde transport of
ricin and TGN38 Skanland et al., 2007; Lieu and Gleeson, 2010

SNX4 Member of the sorting nexin family involved in retrograde transport of ricin Skanland et al., 2007
SNX5 Member of the sorting nexin family involved in retrograde transport of CI-M6P-R Wassmer et al., 2007
SNX6 Member of the sorting nexin family involved in retrograde transport of CI-M6P-R and

BACE Wassmer et al., 2007; Hong et al., 2009

Clathrin Structural protein that is the main component of the clathrin coated vesicles Saint-Pol et al., 2004; Popoff et al., 2007; Esk et
al., 2010

EpsinR Monomeric clathrin based adaptor that is thought to sort retrograde cargo into clathrin
coated vesicles Saint-Pol et al., 2004

GGA Clathrin based monomeric adaptor involved in endosome to TGN transport of BACE
and M6P-R

Wahle et al., 2005; Scott et al., 2006; Canuel et
al., 2008; Canuel et al., 2009

Rab9 Small GTPase involved in trafficking of M6PR from the late endosome Riederer et al., 1994

Rab11 Small GTPase involved in sorting and trafficking of Shiga toxin from the recycling
endosome Wilcke et al., 2000; Miserey-Lenkei et al., 2007

TIP47 Rab 9 effector, involved in retrograde transport of M6P-R from the late endosome Diaz et al., 1997; Carroll et al., 2001
AP-1 Heterotetrameric clathrin based adaptor that is involved in retrograde transport of

TGN38 and M6PR Saint-Pol et al., 2004

PACS-1 Phosphofurin-acidic-cluster- sorting protein 1 involved in retrograde transport of M6P-
R from the early endosome Hinners et al., 2003; Scott et al., 2006

Dynamin Large GTPase involved in vesicle formation Lauvrak et al., 2004

OCRL Lowe-syndrome protein with phosphatidylinositiol-4,5 bisphosphate activity that
regulate clathrin coat formation Choudhury et al., 2005



retrograde transport from early endosomes as the
advances associated with the events within the early
endosome have been particularly revealing. 
Retromer

The retromer complex has been shown to mediate
the retrograde transport of a number of cargos from the
early endosome (Bujny et al., 2007; Bonifacino and
Hurley, 2008; Franch-Marro et al., 2008; Port et al.,
2008). Retromer was first identified as important for the
retrograde transport of cation-independent M6P-R (CI-
M6P-R) (Arighi et al., 2004; Seaman, 2004), and more
recently also shown to regulate retrograde transport of
other cargos such as Wntless, Shiga toxin, and polymeric
immunoglobulin receptors (Verges et al., 2004; Popoff et
al., 2007; Belenkaya et al., 2008; Franch-Marro et al.,
2008; Port et al., 2008; Yang et al., 2008). Retromer
comprises two sub-complexes: a cargo recognition
trimer of Vps26-Vps35-Vps29 and a sorting nexin
(SNX) dimer that contains PX and Bar domains that
bind lipid and curve membranes (Seaman, 2005; Rojas
et al., 2007). Retromer plays a critical role not only in
the sorting of cargos but also the generation of transport
intermediates (Popoff et al., 2007; Rojas et al., 2007;
Bonifacino and Hurley, 2008; Cullen, 2008; Wassmer et
al., 2009). SNX1, SNX2 , SNX5 and SNX6 have been
shown to be important components of retromer (Carlton
et al., 2004; Rojas et al., 2007; Cullen, 2008), and recent
studies have identified multiple forms of retromer which
contain specific combinations of the four sorting nexins
(Wassmer et al., 2009).

Vps26-Vps35-Vps29 forms a trimer complex
considered to participate in cargo recognition while the
SNX dimer is likely to be involved in generation of
transport intermediates from the early endosome
(Carlton et al., 2004, 2005; Seaman, 2004; Rojas et al.,
2007). Bonifacino and colleagues (Arighi et al., 2004)
demonstrated that Vps35 interacts with the cytoplasmic
tail of the CI-M6P-R. By immunoprecipitation and
sequence alignment, the conserved amino acid motif
WLM on the cytoplasmic tail of CI-M6P-R was shown
to bind to Vps35 and Vps26 to regulate retrograde
transport of the receptor (Seaman, 2007). A functional
role for the Vps26-Vps35-Vps29 trimer in regulating
endosome to TGN transport of CI-M6P-R was
demonstrated by the RNAi silencing of Vps35 and
Vps26 in HeLa cells (Arighi et al., 2004; Seaman, 2004).
In HeLa cells lacking Vps35 or Vps26, both endogenous
CI-M6P-R and a chimeric reporter construct (CD8-M6P-
R) containing the cytoplasmic tail of CI-M6P-R fused to
the transmembrane domain of CD8 were redistributed
from the TGN to the early endosome (Arighi et al.,
2004; Seaman, 2004, 2007). As a consequence of CI-
M6P-R missorting in retromer-depleted cells, there was
also increased degradation of endogenous CI-M6P-R,
leading to hypersecretion of lysosomal enzymes (Arighi
et al., 2004; Seaman, 2004, 2007). 

In contrast to the Vps26-Vps35-Vps29 trimer, the
role of mammalian SNX dimers in regulating retrograde
transport of CI-M6P-R remains controversial. As
indicated above, four members of the mammalian SNX
family have been proposed to associate with retromer to
regulate retrograde transport of CI-M6P-R (Carlton et
al., 2004, 2005a; Rojas et al., 2007; Wassmer et al.,
2007). Early work from the Cullen laboratory showed
that SNX1 positive tubules arising from endocytic-like
structures co-localised with similar tubular structures
labelled for the CD8-M6P-R fusion protein, indicating
that SNX1 positive tubules are involved in CI-M6P-R
transport from the early endosome (Carlton et al., 2004).
The silencing of SNX1 by siRNA disrupted recycling of
endogenous CI-M6PR and the CD8-M6P-R reporter
construct (Carlton et al., 2004; Seaman, 2004). In SNX1
depleted cells, CI-M6P-R was not TGN localised but
rather distributed into punctate structures that co-
localised with markers of the early endosome,
suggesting that SNX1 is essential for early endosome to
TGN transport of CI-M6P-R (Carlton et al., 2004;
Seaman, 2004). 

SNX1 and SNX2 can form either homodimers or
heterodimers with each other or with SNX5 and SNX6
(Haft et al., 1998, 2000; Gullapalli et al., 2004; Kerr et
al., 2006; Rojas et al., 2007; Wassmer et al., 2007).
Given that SNX2 has been reported to dimerise with
SNX1, the silencing of SNX2 may have been expected
to lead to the missorting of CI-M6P-R. However, this
was not the case. RNAi silencing of SNX2 did not
significantly block recycling of CI-M6P-R and the
receptor was concentrated at the TGN at steady state
(Carlton et al., 2005b). There is an emerging view that
SNX1 and SNX2 can function independently in
membrane transport (Gullapalli et al., 2004, 2006; Bujny
et al., 2007; Skanland et al., 2007; Mari et al., 2008;
Lieu and Gleeson, 2010). SNX1 has also been proposed
to interact with two other SNX molecules, namely,
SNX5 and SNX6 in mammalian cells (Kerr et al., 2006;
Wassmer et al., 2007). Furthermore, the different
combination of SNX dimers SNX1/SNX2 and
SNX5/SNX6 may regulate transport of different cargos
by the generation of distinct domains and tubules at the
early endosome. The recent finding that different sorting
nexins are involved in specific transport of TGN38 and
Shiga toxin (Lieu and Gleeson, 2010) is consistent with
this view. Given the two pathways arising from the early
endosome, this would most likely require both SNX1
and SNX2 to be localised to distinct domains of the early
endosome. Recent studies have shown that early
endosomes can give rise to an extensive tubular
endosomal network (TEN) or tubular sorting endosome
(TSE) in which proteins destined for recycling to distinct
cellular destinations are sorted to multiple exit sites
(Bonifacino and Rojas, 2006; Cullen, 2008; Pavelka et
al., 2008). Moreover, members of the SNX family have
been reported to localise to different exit sites of the
TEN/TSE (Carlton et al., 2004; Traer et al., 2007).
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Further investigation is clearly required to define the
precise distribution of different cargo and sorting nexins
to the exit sites of TEN/TSE.
Clathrin/AP-1/phosphofurin acidic-cluster-sorting protein 1

Clathrin adaptors such as AP-1, phosphofurin acidic-
cluster-sorting protein 1 (PACS-1) and EpsinR have
been proposed to recruit clathrin from the cytosol and
coordinate the sorting of M6P-R into clathrin coated
vesicles at the early endosome membrane for transport to
the TGN (Ghosh and Kornfeld, 2003; Saint-Pol et al.,
2004). Depletion of AP-1 or PACS-1 by interference
RNA (RNAi) in cultured cells resulted in relocalisation
of M6P-R from TGN to early endosome, suggesting a
role for AP-1 and PACS-1 in early endosome to TGN
transport (Meyer et al., 2000; Scott et al., 2006). Both
AP-1 and PACS-1 co-operate to regulate retrograde
transport of M6P-R at the early endosome (Ghosh and
Kornfeld, 2003). PACS-1 is an adaptor protein that can
enhance binding of M6P-R to AP-1 in a phosphorylation
dependent manner (Hinners and Tooze, 2003).
Furthermore, a physiological function for AP-1 in
recycling of M6P-R was demonstrated in mouse
embryonic fibroblasts lacking µ1A-adaptin, where M6P-
R was not concentrated at the TGN as in wild type cells,
but rather was localised to the early endosome (Meyer et
al., 2000). Recycling of M6P-R was also analysed in
µ1A-adaptin deficient cells using a biochemical assay
that measured sialylation of M6P-R at the TGN (Meyer
et al., 2000). In µ1A-adaptin deficient cells, there was
inefficient sialylation of the M6P-R compared to wild
type cells, indicating a decrease in recycling of CD-
M6P-R to the TGN (Meyer et al., 2000). AP-1 and
PACS-1 both interact with sequences within the
cytoplasmic tail of M6P-R to mediate retrograde
transport of M6P-R from early endosomes to the 
TGN (Crump et al., 2001; Ghosh and Kornfeld, 
2003). 

An important question is whether clathrin/AP-
1/PACS-1 complex and retromer function in the same
pathway or mediate distinct retrograde transport
pathways. Preliminary analysis have indicated that AP-
1/PACS-1 and the mammalian retromer seem to define
two parallel pathways in which CI-M6P-R can be
recycled back to the TGN from the early endosome
(Seaman, 2007). Components of the AP-1 complex such
as γ-adaptin and components of retromer such as Vps26
and Vps35 do not co-localise extensively on the
membranes of the early endosomes (Seaman, 2007).
Furthermore, only very weak interactions between AP-1
and retromer components, Vps35 and Vps26 have been
detected by yeast two hybrid and immunoprecipitation
experiments, suggesting that these two complexes do not
appear to interact with each other (Seaman, 2007).
Regardless, both the AP-1/PACS-1- and retromer-
dependent pathways define retrograde transport routes
that are distinct from the Rab9-dependent late endosome

route.
Tethering and fusion of retrograde carriers at the
TGN

Incoming transport intermediates from the endocytic
compartments need to dock and fuse with the TGN
membrane to release their cargo. The process of docking
and membrane fusion of transport carriers at the TGN is
highly specific and is regulated by specialised molecules
such as small GTPase, tethers and t-SNAREs (Sannerud
et al., 2003; Bonifacino and Rojas, 2006; Sztul and
Lupashin, 2006). Several small GTPase, tethering
molecules, and t-SNAREs localised to the TGN have
been identified by biochemical and genetic analysis to be
essential for fusion of endosome derived transport
intermediates (Table 3). 
SNARE complexes involved in fusion of endosome-
derived transport carriers at the TGN

At least three SNARE complexes have been
described which are involved in regulating retrograde
transport to the TGN. The use of different t-SNAREs for
retrograde transport is likely to reflect the requirements
of different SNARE complexes for docking and fusion
of transport carriers from the different retrograde
transport pathways. These SNARE complexes include
firstly the t-SNAREs, syntaxin 6, syntaxin 16 and Vti1a,
which can pair with the v-SNAREs VAMP3 or VAMP4
(Mallard et al., 2002), secondly, the t-SNAREs, syntaxin
5, GS15 and GS28 which can pair with the v-SNARE,
Ykt6 (Xu et al., 2002; Tai et al., 2004) and a more
recently described, third SNARE complex consisting of
t-SNAREs, syntaxin 10, syntaxin 16 and Vti1a which
can pair with v-SNARE, VAMP3 (Ganley et al., 2008).
Some of these SNARE components, in particular
syntaxin 6, syntaxin 5, syntaxin 16, Vti1a and VAMP3,
can function in more than one SNARE complex
(Mallard et al., 2002; Xu et al., 2002; Tai et al., 2004;
Murray et al., 2005; Wang et al., 2005; Ganley et al.,
2008). 

Two SNARE complexes have been implicated in
endosome to TGN transport of Shiga toxin.
Overexpression of dominant negative mutants of
syntaxin 6 and 16 (cytosolic, non-membrane bound
form), and more recently the silencing of syntaxin 16 by
siRNA blocked retrograde transport of Shiga toxin
(Mallard et al., 2002; Amessou et al., 2007; Lieu and
Gleeson, 2010). In addition, the silencing of syntaxin 5
and GS15 by siRNA also dramatically reduced the
efficiency of endosome to TGN transport of Shiga toxin
(Tai et al., 2004; Amessou et al., 2007). It is unclear why
two SNARE complexes are involved in retrograde
transport of the same cargo. One possibility is that Shiga
toxin may utilise multiple endosome-to-TGN transport
pathways for its intracellular trafficking, thus different
SNARE complexes are required for fusion of transport
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intermediates from different retrograde pathways. 
Tethering factors

Tethers mediate the initial docking events of
transport carriers with their target organelle. Almost all
the tethering factors that have been implicated in
endosomal-to-TGN transport steps function either as
heter-oligomeric complex (GARP, COG and TRAPP-II)
or as dimers (golgin 97, p230, GCC185 and GCC88)
(Luke et al., 2005; Lupashin and Sztul, 2005; Short et
al., 2005; Sztul and Lupashin, 2006). The GARP
complex consists of four subunits, Vps51, Vps52, Vps53
and Vps54 and was originally identified in yeast as
having a function in the retrograde transport of
carboxypeptidase from the endosome to the late Golgi
(yeast equivalent of TGN) (Liewen et al., 2005). In
mammalian cells, the GARP complex has been shown to
be recruited to the TGN by Rab6 (Liewen et al., 2005)
and is involved in general tethering of retrograde carriers
at the TGN (Perez-Victoria et al., 2008). Silencing of
Vps52 using siRNA, or the overexpression of a Vps54
L967Q mutant in HeLa cells resulted in a general block
in endosomal to TGN transport of M6P-R, TGN46 and
Shiga toxin (Perez-Victoria et al., 2008). The COG
complex is another multi subunit tethering complex that
consists of eight subunits, subunit COG1-8 (Ungar et al.,
2006). In mammalian cells, siRNA depletion of COG3

can also block in retrograde transport of Shiga toxin
(Ungar et al., 2006). No role for the TRAPP-II complex
has yet been described for endosomal to TGN transport
in mammalian cells.

Another potentially important group of tethering
factors involved in fusion of endosome-derived transport
carriers are the TGN golgins. There are four TGN
golgins namely, p230/golgin245 (p230), golgin 97,
GCC88 and GCC185 (Golgi Coil-Coiled) in mammalian
cells (Erlich et al., 1996; Griffith et al., 1997; Kjer-
Nielsen et al., 1999; Luke et al., 2003). Unlike the multi-
subunit tethering factors described above, TGN golgins
form exclusive homodimers and are localised to distinct
regions of the TGN (Derby et al., 2004; Gleeson et al.,
2004; Luke et al., 2005).
TGN golgins 

TGN golgins have been reported to regulate
retrograde transport pathways, possibly acting to tether
endosome-derived transport carriers (Lu et al., 2004;
Reddy et al., 2006; Derby et al., 2007; Lieu et al., 2007;
Jing et al., 2010) or by acting as scaffold molecules to
co-ordinator the organisation of membrane domains
(Goud and Gleeson, 2010). For example, analysis of the
retrograde transport pathways in TGN golgin-depleted
cells has revealed that specific transport of the TGN38
and Shiga toxin was regulated by GCC88 and GCC185,
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Table 3. Trafficking components involved in docking and fusion of transport intermediates at the trans-Golgi network.

Mammalian proteins Functional information Reference

NSF, α-SNAP Fusion factor that are involved in SNARE complex disassembly Jahn and Scheller, 2006; Jahn and Scheller, 2006
GS15, syntaxin 5, GS28,
Ykt6

SNAREs that form a complex that is involved in retrograde transport of
Shiga toxin Tai et al., 2004; Amessou et al., 2007

Syntaxin 6, syntaxin 16,
Vti1a, VAMP3/VAMP4

SNAREs that form a complex that is involved in retrograde transport of
Shiga toxin, TGN38 and M6P-R from the early/recycling endosome Mallard et al., 2002; Amessou et al., 2007

Syntaxin 10, syntaxin 16,
VAMP3, Vti1a

SNAREs that form a complex that is involved in retrograde transport of
M6P-R from Rab 9 positive late endosome Wang et al., 2005; Ganley et al., 2008

Rab6A` Rab GTPase that can recruit the GARP complex to TGN membrane Mallard et al., 2002; Del Nery et al., 2006; Smith et
al., 2009

R6IP1 (Rab6 interacting
protein 1) An interacting protein that associate with both Rab6 and Rab11 Miserey-Lenkei et al., 2007

ARFRP1 Small Arf-like GTPase that is required for recruitment of Arl1 to TGN
membrane

Behnia et al., 2004; Shin et al., 2005; Zahn et al.,
2006; Nishimoto-Morita et al., 2009

Arl1 Small Arf-like GTPase involved in recruitment of golgin 97 and
p230/golgin 245 to the TGN membrane

Lu et al., 2004; Shin et al., 2005; Nishimoto-Morita
et al., 2009

golgin 97, p230/golgin
245

TGN golgins that are involved in retrograde transport of Shiga toxin and
Cholera toxin Lu et al., 2004; Yoshino et al., 2005

GCC185 TGN golgin that is involved in retrograde transport of both Shiga toxin
and M6P-R Reddy et al., 2006; Derby et al., 2007

GCC88 TGN golgin that is involved in retrograde transport of both TGN38 and
M6P-R Lieu et al., 2007; Lieu and Gleeson, 2010

COG complex Component of the COG complex that is involved in retrograde transport
of Shiga toxin Ungar et al., 2006; Smith et al., 2009

GARP complex Multi-subunit tethering complex that is involved in fusion of TGN46,
Shiga toxin and M6P-R at the TGN

Perez-Victoria et al., 2008; Perez-Victoria and
Bonifacino, 2009



respectively. In cells lacking GCC185, a specific block
in retrograde transport of Shiga toxin and M6P-R but not
TGN38 was observed (Reddy et al., 2006; Derby et al.,
2007). In GCC185 depleted cells, Shiga toxin did not
accumulate in early endosomes but was concentrated in
Rab11-positive recycling endosomes, indicating that
GCC185 is important for transport between the recycling
endosome and the TGN (Derby et al., 2007). A block in
retrograde transport in GCC185 depleted cells may also
result in a block in recycling of essential trafficking
components required for other transport pathways, as
indicated by the detection of a late stage block in ER to
Golgi transport (Derby et al., 2007).

In contrast to GCC185 depleted cells, different
effects in retrograde transport were observed in GCC88-
depleted cells. The silencing of GCC88 dramatically
reduced the efficiency of endosome to TGN transport of
TGN38 and M6P-R. Both TGN38 and M6P-R
accumulated in the early endosome in GCC88 depleted
cells, suggesting that GCC88 was required for efficient
retrograde transport from the early endosomes (Lieu et
al., 2007). Unlike GCC185 depleted cells, retrograde
transport of Shiga toxin was not affected in GCC88
depleted cells. The kinetics of Shiga toxin transport as
well as level of Golgi localised Shiga toxin in GCC88
depleted cells was not significantly reduced compared to
control cells, strongly arguing that depletion of GCC88
had no apparent affect on retrograde transport of Shiga
toxin from the recycling endosome. The finding that
different TGN golgins are involved in specific transport
of TGN38 and Shiga toxin is consistent with the
proposal that these cargos utilise independent endosome
to TGN transport pathways (Lieu et al., 2007; Lieu and
Gleeson, 2010). 

GCC88 and GCC185 may play a role in the
transport of essential trafficking machinery to the
endosome, where they are required for retrograde
transport of cargos from the endocytic compartments.
Alternatively, GCC88 and GCC185 may be effector
molecules to mediate the recruitment of specific SNARE
molecules required for the docking and fusion of
endosome derived transport intermediates. This latter
proposal is supported by findings that specific t-
SNAREs were mislocalised in either GCC88 or GCC185
depleted cells. In GCC88 depleted cells, syntaxin 6 was
redistributed from the TGN into cytoplasmic structures
(Lieu et al., 2007) while the depletion of GCC185
resulted in a disruption in the localisation of syntaxin 5
and syntaxin 16 (Lieu and Gleeson, unpublished
observations). An interaction between GCC185 and
syntaxin 16 was recently reported by immuno-
precipitation (Ganley et al., 2008). A lack of SNARE
pairing in either GCC88 or GCC185 depleted cells may
block fusion of endosome-derived transport
intermediates at the TGN, thus blocking retrograde
transport of Shiga toxin and TGN38. Overall, these
findings indicate that TGN golgins may interact directly
or indirectly with specific t-SNAREs to regulate
retrograde transport from the early/recycling endosome.

Notably, both GCC185 and GCC88 are the first
examples in which tethering molecules can influence the
localisation of t-SNAREs at the TGN. Interactions of
TGN golgins with t-SNAREs would provide a
mechanism for the organisation of domains of the TGN
to establish hot spots for fusion of incoming retrograde
transport carriers.
Conclusion

In summary, retrograde pathways include pathways
from the late endosome to the TGN as well as from the
early endosomes and recycling endosomes to the TGN.
Three distinct pathways have been defined in
mammalian cells. It is now clear that multicellular
organisms have a greater complexity in their retrograde
transport pathways, both in components and number of
pathways, than single cell yeast. The evolution of these
pathways is likely to reflect specialised functions
associated the physiological pathways of multicellular
organisms. Further functions for retrograde transport
pathways are likely to be discovered by the identification
of additional endogenous cargos that use these pathways,
particularly in specialised cells.

Understanding retrograde transport pathways is
essential for dissection of molecular mechanisms
relevant to infection and disease. Retrograde transport
pathways are essential for the entry of pathogenic
products such as bacterial toxins. Disruption of retromer
mediated endosome-to-TGN transport results in
perturbation in development (Pan et al., 2008; Port et al.,
2008; Yang et al., 2008) and enhancement of production
of amyloid plaques associated with Alzheimer’s disease
(Muhammad et al., 2008). The relevance of retrograde
transport in the recycling of amyloid precursor protein
and the processing ß-secretases, BACE, needs to be
further investigated.

Many machinery components have now been
identified which play a role in endosomal sorting and in
the regulation of TGN fusion events. However, the co-
ordination of the interactions of machinery components
to regulate these transport pathways is not well
understood. In addition, the sorting signals of cargo
required for selective endosome-to-TGN transport are
poorly defined. The current information indicates a high
degree of specificity in the choice of retrograde transport
pathway for individual cargo, implying the existence of
transport-specific sorting signals. The mechanisms for
sorting in the early endosomes and the generation of
transport intermediates for retrograde transport also need
to be better characterised. High-resolution imaging will
continue to play an important role in the identification of
populations of cargo-loaded transport carriers emerging
from the early and late endosomes. For example,
transport intermediates from the early endosome to the
TGN have been reported to arise from the tubular
structures of the TSE/TEN (Mari et al., 2008). By 3D
electron tomography, these transport intermediates are
usually non-branched, short tubules and vesicles without
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a clathrin coat, found in close proximity to the early
endosome (Mari et al., 2008).

The molecular dissection of retrograde transport
pathways will open new opportunities for intervention in
health and disease. The recent high throughput screen to
identify small molecule inhibitors of retrograde transport
that protected mice from a lethal ricin challenge
(Stechmann et al., 2010a,b) highlights the potential of
these pathways to be selectively targeted for therapeutic
intervention. 
References

Amessou M., Fradagrada A., Falguieres T., Lord J.M., Smith D.C.,
Roberts L.M., Lamaze C. and Johannes L. (2007). Syntaxin 16 and
syntaxin 5 are required for efficient retrograde transport of several
exogenous and endogenous cargo proteins. J. Cell Sci. 120, 1457-
1468.

Arighi C.N., Hartnell L.M., Aguilar R.C., Haft C.R. and Bonifacino J.S.
(2004). Role of the mammalian retromer in sorting of the cation-
independent mannose 6-phosphate receptor. J. Cell Biol. 165, 123-
133.

Banting G., Maile R. and Roquemore E.P. (1998). The steady state
distribution of humTGN46 is not significantly altered in cells
defective in clathrin-mediated endocytosis. J. Cell Sci. 111, 3451-
3458.

Banting G. and Ponnambalam S. (1997). TGN38 and its orthologues:
Roles in post-TGN vesicle formation and maintenance of TGN
morphology. BBA Mol. Cell Res. 1355, 209-217.

Behnia R., Panic B., Whyte J.R. and Munro S. (2004). Targeting of the
Arf-like GTPase Arl3p to the Golgi requires N-terminal acetylation
and the membrane protein Sys1p. Nat. Cell Biol. 6, 405-413.

Belenkaya T.Y., Wu Y., Tang X., Zhou B., Cheng L., Sharma Y.V., Yan
D., Selva E.M. and Lin X. (2008). The retromer complex influences
Wnt secretion by recycling wntless from endosomes to the trans-
Golgi network. Dev. Cell 14, 120-131.

Blot V. and McGraw T.E. (2008). Molecular Mechanisms Controlling
GLUT4 Intracellular Retention. Mol. Biol. Cell. 19, 3477-4387.

Bonifacino J.S. and Hurley J.H. (2008). Retromer. Curr. Opin. Cell Biol.
20, 427-436.

Bonifacino J.S. and Rojas R. (2006). Retorgrade transport from
endosomes to the trans-Golgi network. Nature Rev. Mol. Cell Biol. 7,
568-579.

Bujny M.V., Popoff V., Johannes L. and Cullen P.J. (2007). The
retromer component sorting nexin-1 is required for efficient
retrograde transport of Shiga toxin from early endosome to the trans
Golgi network. J. Cell Sci. 120, 2010-2021.

Canuel M., Lefrancois S., Zeng J. and Morales C.R. (2008). AP-1 and
retromer play opposite roles in the trafficking of sortilin between the
Golgi apparatus and the lysosomes. Biochem. Biophys. Res.
Commun. 366, 724-730.

Canuel M., Libin Y. and Morales C.R. (2009). The interactomics of
sortilin: an ancient lysosomal receptor evolving new functions. Histol.
Histopathol. 24, 481-492.

Carlton J., Bujny M., Peter B.J., Oorschot V.M., Rutherford A., Mellor H.,
Klumperman J., McMahon H.T. and Cullen P.J. (2004). Sorting
nexin-1 mediates tubular endosome-to-TGN transport through
coincidence sensing of high- curvature membranes and 3-
phosphoinositides. Curr. Biol. 14, 1791-1800.

Carlton J.G., Bujny M.V., Peter B.J., Oorschot V.M., Rutherford A.,
Arkell R.S., Klumperman J., McMahon H.T. and Cullen P.J. (2005a).
Sorting nexin-2 is associated with tubular elements of the early
endosome, but is not essential for retromer-mediated endosome-to-
TGN transport. J. Cell Sci. 118, 4527-4539.

Carlton J., Bujny M., Rutherford A. and Cullen P. (2005b). Sorting
nexins--unifying trends and new perspectives. Traffic 6, 75-82.

Carroll K.S., Hanna J., Simon I., Krise J., Barbero P. and Pfeffer S.R.
(2001). Role of Rab9 GTPase in facilitating receptor recruitment by
TIP47. Science 292, 1373-1376.

Choudhury R., Diao A., Zhang F., Eisenberg E., Saint-Pol A., Williams
C., Konstantakopoulos A., Lucocq J., Johannes L., Rabouille C.,
Greene L.E. and Lowe M. (2005). Lowe syndrome protein OCRL1
interacts with clathrin and regulates protein trafficking between
endosomes and the trans-Golgi network. Mol. Biol. Cell 16, 3467-
3479.

Crump C.M., Xiang Y., Thomas L., Gu F., Austin C., Tooze S.A. and
Thomas G. (2001). PACS-1 binding to adaptors is required for acidic
cluster motif-mediated protein traffic. EMBO J. 20, 2191-2201.

Cullen P.J. (2008). Endosomal sorting and signalling: an emerging role
for sorting nexins. Nat. Rev. Mol. Cell Biol. 9, 574-582.

Del Nery E., Miserey-Lenkei S., Falguieres T., Nizak C., Johannes L.,
Perez F. and Goud B. (2006). Rab6A and Rab6A' GTPases play
non-overlapping roles in membrane trafficking. Traffic 7, 394-407.

Derby M.C. and Gleeson P.A. (2007). New insights into membrane
trafficking and protein sorting. Int. Rev. Cytol. 261, 47-116.

Derby M.C., Lieu Z.Z., Brown D., Stow J.L., Goud B. and Gleeson P.A.
(2007). The trans-Golgi Network Golgin, GCC185, is Required for
Endosome-to-Golgi Transport and Maintenance of Golgi Structure.
Traffic 8, 758-773.

Derby M.C., van Vliet C., Brown D., Luke M.R., Lu L., Hong W., Stow
J.L. and Gleeson P.A. (2004). Mammalian GRIP domain proteins
differ in their membrane binding properties and are recruited to
distinct domains of the TGN. J. Cell Sci. 117, 5865-5874.

Di Fiore P.P. and De Camilli P. (2001). Endocytosis and signaling. an
inseparable partnership. Cell 106, 1-4.

Diaz E. and Pfeffer S.R. (1998). TIP47: a cargo selection device for
mannose 6-phosphate receptor trafficking. Cell 93, 433-443.

Diaz E., Schimmoller F. and Pfeffer S.R. (1997). A novel Rab9 effector
required for endosome-to-TGN transport. J. Cell Biol. 138, 283-290.

Eaton S. (2008). Retromer retrieves wntless. Dev. Cell 14, 4-6.
Erlich R., Gleeson P.A., Campbell P., Dietzsch E. and Toh B.H. (1996).

Molecular characterization of trans-Golgi p230 - A human peripheral
membrane protein encoded by a gene on chromosome 6p12-22
contains extensive coiled-coil alpha-helical domains and a granin
motif. J. Biol. Chem. 271, 8328-8337.

Esk C., Chen C.Y., Johannes L. and Brodsky F.M. (2010). The clathrin
heavy chain isoform CHC22 functions in a novel endosomal sorting
step. J. Cell Biol. 188, 131-144.

Feng Y., Jadhav A.P., Rodighiero C., Fujinaga Y., Kirchhausen T. and
Lencer W.I. (2004). Retrograde transport of cholera toxin from the
plasma membrane to the endoplasmic reticulum requires the trans-
Golgi network but not the Golgi apparatus in Exo2-treated cells.
EMBO Rep. 5, 596-601.

Franch-Marro X., Wendler F., Guidato S., Griffith J., Baena-Lopez A.,
Itasaki N., Maurice M.M. and Vincent J.P. (2008). Wingless
secretion requires endosome-to-Golgi retrieval of Wntless/
Evi/Sprinter by the retromer complex. Nat. Cell Biol. 10, 170-177.

Ganley I.G., Espinosa E. and Pfeffer S.R. (2008). A syntaxin 10-SNARE

404
Retrograde transport pathways



complex distinguishes two distinct transport routes from endosomes
to the trans-Golgi in human cells. J. Cell Biol. 180, 159-172.

Ghosh P., Dahms N.M. and Kornfeld S. (2003). Mannose 6-phosphate
receptors: new twists in the tale. Nat. Rev. Mol. Cell Biol. 4, 202-212.

Ghosh P. and Kornfeld S. (2003). AP-1 binding to sorting signals and
release from clathrin-coated vesicles is regulated by
phosphorylation. J. Cell Biol. 160, 699-708.

Ghosh R.N., Mallet W.G., Soe T.T., McGraw T.E. and Maxfield F.R.
(1998). An endocytosed TGN38 chimeric protein is delivered to the
TGN after trafficking through the endocytic recycling compartment in
CHO cells. J. Cell Biol. 142, 923-936.

Gleeson P.A., Lock J.G., Luke M.R. and Stow J.L. (2004). Domains of
the TGN: Coats, Tethers and G Proteins. Traffic 5, 315-326.

Goud B. and Gleeson P.A. (2010). TGN golgins, Rabs and cytoskeleton:
regulating the Golgi trafficking highways. Trends Cell Biol. 20, 329-
336.

Griffith K.J., Chan E.K.L., Lung C.C., Hamel J.C., Guo X.Y., Miyachi K.
and Fritzler M.J. (1997). Molecular Cloning Of a Novel 97-Kd Golgi
Complex Autoantigen Associated With Sjogrens-Syndrome. Arthritis
Rheumatism 40, 1693-1702.

Griffiths G. and Simons K. (1986). The trans Golgi network: sorting at
the exit site of the Golgi complex. Science 234, 438-443.

Gullapalli A., Garrett T.A., Paing M.M., Griffin C.T., Yang Y. and Trejo J.
(2004). A role for sorting nexin 2 in epidermal growth factor receptor
down-regulation: evidence for distinct functions of sorting nexin 1
and 2 in protein trafficking. Mol. Biol. Cell 15, 2143-2155.

Gullapalli A., Wolfe B.L., Griffin C.T., Magnuson T. and Trejo J. (2006).
An essential role for SNX1 in lysosomal sorting of protease-
activated receptor-1: evidence for retromer-, Hrs-, and Tsg101-
independent functions of sorting nexins. Mol. Biol. Cell 17, 1228-
1238.

Haft C.R., de la Luz Sierra M., Bafford R., Lesniak M.A., Barr V.A. and
Taylor S.I. (2000). Human orthologs of yeast vacuolar protein sorting
proteins Vps26, 29, and 35: assembly into multimeric complexes.
Mol. Biol. Cell 11, 4105-4116.

Haft C.R., de la Luz Sierra M., Barr V.A., Haft D.H. and Taylor S.I.
(1998). Identification of a family of sorting nexin molecules and
characterization of their association with receptors. Mol. Cell Biol.
18, 7278-7287.

Hausmann G., Banziger C. and Basler K. (2007). Helping Wingless take
flight: how WNT proteins are secreted. Nat. Rev. Mol. Cell Biol. 8,
331-336.

He X., Li F., Chang W.P. and Tang J. (2005). GGA proteins mediate the
recycling pathway of memapsin 2 (BACE). J. Biol. Chem. 280,
11696-11703.

Hinners I. and Tooze S.A. (2003). Changing directions: clathrin-
mediated transport between the Golgi and endosomes. J. Cell Sci.
116, 763-771.

Hinners I., Wendler F., Fei H., Thomas L., Thomas G. and Tooze S.A.
(2003). AP-1 recruitment to VAMP4 is modulated by
phosphorylation-dependent binding of PACS-1. EMBO Rep. 4,
1182-1189.

Hong Z., Yang Y., Zhang C., Niu Y., Li K., Zhao X. and Liu J.J. (2009).
The retromer component SNX6 interacts with dynactin p150(Glued)
and mediates endosome-to-TGN transport. Cell Res. 19, 1334-
1349.

Hou J.C. and Pessin J.E. (2007). Ins (endocytosis) and outs
(exocytosis) of GLUT4 trafficking. Curr. Opin. Cell Biol. 19, 466-473.

Iversen T.G., Skretting G., Llorente A., Nicoziani P., van Deurs B. and

Sandvig K. (2001). Endosome to Golgi transport of ricin is
independent of clathrin and of the Rab9- and Rab11-GTPases. Mol.
Biol. Cell 12, 2099-2107.

Jahn R. and Scheller R.H. (2006). SNAREs--engines for membrane
fusion. Nat. Rev. Mol. Cell Biol. 7, 631-643.

Jing J., Junutula J.R., Wu C., Burden J., Matern H., Peden A.A. and
Prekeris R. (2010). FIP1/RCP Binding to Golgin-97 Regulates
Retrograde Transport from Recycling Endosomes to the Trans-Golgi
Network. Mol. Biol. Cell 21, 3041-3053.

Johannes L., Pezo V., Mallard F., Tenza D., Wiltz A., Saint-Pol A., Helft
J., Antony C. and Benaroch P. (2003). Effects of HIV-1 Nef on
retrograde transport from the plasma membrane to the endoplasmic
reticulum. Traffic 4, 323-332.

Johannes L. and Popoff V. (2008). Tracing the retrograde route in
protein trafficking. Cell 135, 1175-1187.

Johannes L., Tenza D., Antony C. and Goud B. (1997). Retrograde
transport of Kdel-bearing B-fragment of Shiga toxin. J. Biol. Chem.
272, 19554-19561.

Jones S.M., Crosby J.R., Salamero J. and Howell K.E. (1993). A
cytosolic complex of p62 and rab6 associates with TGN38/41 and is
involved in budding of exocytic vesicles from the trans-Golgi
network. J. Cell Biol. 122, 775-788.

Kasai K. and Akagawa K. (2001). Roles of the cytoplasmic and
transmembrane domains of syntaxins in intracellular localization and
trafficking. J. Cell Sci. 114, 3115-3124.

Keller P. and Simons K. (1997). Post-Golgi biosynthetic trafficking. J.
Cell Sci. 110, 3001-3009.

Kerr M.C., Lindsay M.R., Luetterforst R., Hamilton N., Simpson F.,
Parton R.G., Gleeson P.A. and Teasdale R.D. (2006). Visualisation
of macropinosome maturation by the recruitment of sorting nexins. J.
Cell Sci. 119, 3967-3980.

Kjer-Nielsen L., Teasdale R.D., van Vliet C. and Gleeson P.A. (1999). A
novel Golgi-localisation domain shared by a class of coiled-coil
peripheral membrane proteins. Curr. Biol. 9, 385-388.

Lane C., Petris M.J., Benmerah A., Greenough M. and Camakaris J.
(2004). Studies on endocytic mechanisms of the Menkes copper-
translocating P-type ATPase (ATP7A; MNK). Endocytosis of the
Menkes protein. Biometals 17, 87-98.

Lauvrak S.U., Torgersen M.L. and Sandvig K. (2004). Efficient
endosome-to-Golgi transport of Shiga toxin is dependent on
dynamin and clathrin. J. Cell Sci. 117, 2321-2331.

Lencer W.I. (2004). Retrograde transport of cholera toxin into the ER of
host cells. Int. J. Med. Microbiol. 293, 491-494.

Lewis M.J., Nichols B.J., Prescianotto-Baschong C., Riezman H. and
Pelham H.R. (2000). Specific retrieval of the exocytic SNARE Snc1p
from early yeast endosomes. Mol. Biol. Cell 11, 23-38.

Lieu Z.Z. and Gleeson P.A. (2010). Identification of different itineraries
and retromer components for endosome-to-Golgi transport of
TGN38 and Shiga toxin. Eur. J. Cell Biol. 89, 379-393.

Lieu Z.Z., Derby M.C., Teasdale R.D., Hart C., Gunn P. and Gleeson
P.A. (2007). The Golgin, GCC88, is required for efficient retrograde
transport of cargo from the early endosomes to the trans-Golgi
network. Mol. Biol. Cell 18, 4979-4991.

Liewen H., Meinhold-Heerlein I., Oliveira V., Schwarzenbacher R., Luo
G., Wadle A., Jung M., Pfreundschuh M. and Stenner-Liewen F.
(2005). Characterization of the human GARP (Golgi associated
retrograde protein) complex. Exp. Cell Res. 306, 24-34.

Lin S.X., Mallet W.G., Huang A.Y. and Maxfield F.R. (2004).
Endocytosed cation-independent mannose 6-phosphate receptor

405
Retrograde transport pathways



traffics via the endocytic recycling compartment en route to the
trans-Golgi network and a subpopulation of late endosomes. Mol.
Biol. Cell 15, 721-733.

Lombardi D., Soldati T., Riederer M.A., Goda Y., Zerial M. and Pfeffer
S.R. (1993). Rab9 functions in transport between late endosomes
and the trans Golgi network. EMBO J. 12, 677-682.

Lu L., Tai G. and Hong W. (2004). Autoantigen golgin-97, an effector of
Arl1 GTPase, participates in traffic from the endosome to the TGN.
Mol. Biol. Cell 15, 4426-4443.

Luke M.R., Kjer-Nielsen, L., Brown D.L., Stow J.L. and Gleeson P.A.
(2003). GRIP domain-mediated targeting of two new coiled-coil
proteins, GCC88 and GCC185, to subcompartments of the trans-
Golgi network. J. Biol. Chem. 278, 4216-4226.

Luke M.R., Houghton F., Perugini M.A. and Gleeson P.A. (2005). The
trans-Golgi network GRIP-domain proteins form alpha-helical
homodimers. Biochem. J. 388, 835-841.

Lupashin V. and Sztul E. (2005). Golgi tethering factors. Biochim.
Biophys. Acta 1744, 325-339.

Luzio J.P., Brake B., Banting G., Howell K.E., Braghetta P. and Stanley
K.K. (1990). Identification, sequencing and expression of an integral
membrane protein of the trans-Golgi network (TGN38). Biochem. J.
270, 97-102.

Mallard F., Antony C., Tenza D., Salamero J., Goud B. and Johannes L.
(1998). Direct pathway from early/recycling endosomes to the Golgi
apparatus revealed through the study of shiga toxin B-fragment
transport. J. Cell Biol. 143, 973-990.

Mallard F., Tang B.L., Galli T., Tenza D., Saint-Pol A., Yue X., Antony
C., Hong W., Goud B. and Johannes L. (2002). Early/recycling
endosomes-to-TGN transport involves two SNARE complexes and a
Rab6 isoform. J. Cell Biol. 156, 653-664.

Mallet W.G. and Maxfield F.R. (1999). Chimeric forms of furin and
TGN38 are transported with the plasma membrane in the trans-
Golgi network via distinct endosomal pathways. J. Cell Biol. 146,
345-359.

Mari M., Bujny M.V., Zeuschner D., Geerts W.J., Griffith J., Petersen
C.M., Cullen P.J., Klumperman J. and Geuze H.J. (2008). SNX1
Defines an Early Endosomal Recycling Exit for Sortilin and Mannose
6-Phosphate Receptors. Traffic 9, 380-393.

Meyer C., Zizioli D., Lausmann S., Eskelinen E.L., Hamann J., Saftig P.,
von Figura K. and Schu P. (2000). mu 1A-adaptin-deficient mice:
lethality, loss of AP-1 binding and rerouting of mannose 6-phosphate
receptors. EMBO J. 19, 2193-2203.

Miserey-Lenkei S., Waharte F., Boulet A., Cuif M.H., Tenza D., El
Marjou A., Raposo G., Salamero J., Heliot L., Goud B. and Monier
S. (2007). Rab6-interacting protein 1 Links Rab6 and Rab11
function. Traffic 8, 1385-1403.

Muhammad A., Flores I., Zhang H., Yu R., Staniszewski A., Planel E.,
Herman M., Ho L., Kreber R., Honig L.S., Ganetzky B., Duff K.,
Arancio O. and Small S.A. (2008). Retromer deficiency observed in
Alzheimer's disease causes hippocampal dysfunction,
neurodegeneration, and Abeta accumulation. Proc. Natl. Acad. Sci.
USA 105, 7327-7332.

Murray R.Z., Wylie F.G., Khromykh T., Hume D.A. and Stow J.L. (2005).
Syntaxin 6 and Vti1b form a novel SNARE complex, which is up-
regulated in activated macrophages to facilitate exocytosis of tumor
necrosis Factor-alpha. J. Biol. Chem. 280, 10478-10483.

Nishimoto-Morita K., Shin H.W., Mitsuhashi H., Kitamura M., Zhang Q.,
Johannes L. and Nakayama K. (2009). Differential effects of

depletion of ARL1 and ARFRP1 on membrane trafficking between
the trans-Golgi network and endosomes. J. Biol. Chem. 284, 10583-
10592.

Pan C.L., Baum P.D., Gu M., Jorgensen E.M., Clark S.G. and Garriga
G. (2008). C. elegans AP-2 and retromer control Wnt signaling by
regulating mig-14/Wntless. Dev. Cell 14, 132-139.

Pavelka M., Neumuller J. and Ellinger A. (2008). Retrograde traffic in
the biosynthetic-secretory route. Histochem. Cell Biol. 129, 277-288.

Perez-Victoria F.J., Mardones G.A. and Bonifacino J.S. (2008).
Requirement of the Human GARP Complex for Mannose 6-
phosphate-receptor-dependent Sorting of Cathepsin D to
Lysosomes. Mol. Biol. Cell 19, 2350-2362.

Perez-Victoria F.J. and Bonifacino J.S. (2009). Dual roles of the
mammalian GARP complex in tethering and SNARE complex
assembly at the trans-golgi network. Mol. Cell Biol. 29, 5251-5263.

Petris M.J., Mercer J.F., Culvenor J.G., Lockhart P., Gleeson P.A. and
Camakaris J. (1996). Ligand-regulated transport of the Menkes
copper P-type ATPase efflux pump from the Golgi apparatus to the
plasma membrane: a novel mechanism of regulated trafficking.
EMBO J. 15, 6084-6095.

Plaut R.D. and Carbonetti N.H. (2008). Retrograde transport of pertussis
toxin in the mammalian cell. Cell Microbiol .10, 1130-1139.

Popoff V., Mardones G.A., Tenza D., Rojas R., Lamaze C., Bonifacino
J.S., Raposo G. and Johannes L. (2007). The retromer complex and
clathrin define an early endosomal retrograde exit site. J. Cell Sci.
120, 2022-2031.

Port F., Kuster M., Herr P., Furger E., Banziger C., Hausmann G. and
Basler K. (2008). Wingless secretion promotes and requires
retromer-dependent cycling of Wntless. Nat. Cell Biol. 10, 178-185.

Reddy J.V., Burguete A.S., Sridevi K., Ganley I.G., Nottingham R.M.
and Pfeffer S.R. (2006). A functional role for the GCC185 golgin in
mannose 6-phosphate receptor recycling. Mol. Biol. Cell 17, 4353-
4363.

Riederer M.A., Soldati T., Shapiro A.D., Lin J. and Pfeffer S.R. (1994).
Lysosome biogenesis requires Rab9 function and receptor recycling
from endosomes to the trans-Golgi network. J. Cell Biol. 125, 573-
582.

Rojas R., Kametaka S., Haft C.R. and Bonifacino J.S. (2007).
Interchangeable but essential functions of SNX1 and SNX2 in the
association of retromer with endosomes and the trafficking of
mannose 6-phosphate receptors. Mol. Cell Biol. 27, 1112-1124.

Saint-Pol A., Yelamos B., Amessou M., Mills I.G., Dugast M., Tenza D.,
Schu P., Antony C., McMahon H.T., Lamaze C. and Johannes L.
(2004). Clathrin adaptor epsinR is required for retrograde sorting on
early endosomal membranes. Dev. Cell 6, 525-538.

Sandvig K. and van Deurs B. (2000). Entry of ricin and Shiga toxin into
cells: molecular mechanisms and medical perspectives. EMBO J.
19, 5943-5950.

Sandvig K. and van Deurs B. (2005). Delivery into cells: lessons learned
from plant and bacterial toxins. Gene Ther. 12, 865-872.

Sandvig K., Garred O., Prydz K., Kozlov J.V., Hansen S.H. and
Vandeurs B. (1992). Retrograde Transport of Endocytosed Shiga
Toxin to the Endoplasmic Reticulum. Nature 358, 510-512.

Sannerud R., Saraste J. and Goud B. (2003). Retrograde traffic in the
biosynthetic-secretory route: pathways and machinery. Curr. Opin.
Cell Biol. 15, 438-445.

Scott G.K., Fei H., Thomas L., Medigeshi G.R. and Thomas G. (2006).
A PACS-1, GGA3 and CK2 complex regulates CI-MPR trafficking.

406
Retrograde transport pathways



EMBO J. 25, 4423-4435.
Seaman M.N. (2004). Cargo-selective endosomal sorting for retrieval to

the Golgi requires retromer. J. Cell Biol. 165, 111-122.
Seaman M.N. (2005). Recycle your receptors with retromer. Trends Cell

Biol 15, 68-75.
Seaman M.N. (2007). Identification of a novel conserved sorting motif

required for retromer-mediated endosome-to-TGN retrieval. J. Cell
Sci. 120, 2378-2389.

Shewan A.M., van Dam E.M., Martin S., Luen T.B., Hong W., Bryant
N.J. and James D.E. (2003). GLUT4 recycles via a trans-Golgi
network (TGN) subdomain enriched in Syntaxins 6 and 16 but not
TGN38: involvement of an acidic targeting motif. Mol. Biol. Cell 14,
973-986.

Shin H.W., Kobayashi H., Kitamura M., Waguri S., Suganuma T.,
Uchiyama Y. and Nakayama K. (2005). Roles of ARFRP1 (ADP-
ribosylation factor-related protein 1) in post-Golgi membrane
trafficking. J. Cell Sci. 118, 4039-4048.

Short B., Haas A. and Barr F.A. (2005). Golgins and GTPases, giving
identity and structure to the Golgi apparatus. Biochim. Biophys. Acta
1744, 383-395.

Skanland S.S., Walchli S., Utskarpen A., Wandinger-Ness A. and
Sandvig K. (2007). Phosphoinositide-regulated retrograde transport
of ricin: crosstalk between hVps34 and sorting nexins. Traffic 8, 297-
309.

Smith D.C., Spooner R.A., Watson P.D., Murray J.L., Hodge T.W.,
Amessou M., Johannes L., Lord J.M. and Roberts L.M. (2006).
Internalized Pseudomonas exotoxin A can exploit multiple pathways
to reach the endoplasmic reticulum. Traffic 7, 379-393.

Smith R.D., Willett R., Kudlyk T., Pokrovskaya I., Paton A.W., Paton
J.C. and Lupashin V.V. (2009). The COG complex, Rab6 and COPI
define a novel Golgi retrograde trafficking pathway that is exploited
by SubAB toxin. Traffic 10, 1502-1517.

Soldati T., Rancano C., Geissler H. and Pfeffer S.R. (1995). Rab7 and
Rab9 are recruited onto late endosomes by biochemically
distinguishable processes. J. Biol. Chem. 270, 25541-25548.

Soldati T., Riederer M.A. and Pfeffer S.R. (1993). Rab GDI: a
solubilizing and recycling factor for rab9 protein. Mol. Biol. Cell 4,
425-434.

Spooner R.A., Watson P., Smith D.C., Boal F., Amessou M., Johannes
L., Clarkson G.J., Lord J.M., Stephens D.J. and Roberts L.M.
(2008). The secretion inhibitor Exo2 perturbs trafficking of Shiga
toxin between endosomes and the trans-Golgi network. Biochem. J.
414, 471-484.

Stanley K.K. and Howell K.E. (1993). TGN38/41: a molecule on the
move. Trends. Cell Biol. 3, 252-255.

Stechmann B., Bai S.K., Gobbo E., Lopez R., Merer G., Pinchard S.,
Panigai L., Tenza D., Raposo G., Beaumelle B., Sauvaire D., Gillet
D., Johannes L. and Barbier J. (2010). Inhibition of retrograde
transport protects mice from lethal ricin challenge. Cell 141, 231-
242.

Sztul E. and Lupashin V. (2006). Role of tethering factors in secretory
membrane traffic. Am J. Physiol. Cell Physiol. 290, C11-26.

Tai G., Lu L., Wang T.L., Tang B.L., Goud B., Johannes L. and Hong W.
(2004). Participation of the syntaxin 5/Ykt6/GS28/GS15 SNARE
complex in transport from the early/recycling endosome to the trans-
Golgi network. Mol. Biol. Cell 15, 4011-4022.

Teuchert M., Berghofer S., Klenk H.D. and Garten W. (1999). Recycling
of furin from the plasma membrane - Functional importance of the

cytoplasmic tail sorting signals and interaction with the AP-2 adaptor
medium chain subunit. J. Biol. Chem. 274, 36781-36789.

Thomas G. (2002). Furin at the cutting edge: from protein traffic to
embryogenesis and disease. Nat. Rev. Mol. Cell Biol. 3, 753-766.

Traer C.J., Rutherford A.C., Palmer K.J., Wassmer T., Oakley J., Attar
N., Carlton J.G., Kremerskothen J., Stephens D.J. and Cullen P.J.
(2007). SNX4 coordinates endosomal sorting of TfnR with dynein-
mediated transport into the endocytic recycling compartment. Nat.
Cell Biol. 9, 1370-1380.

Tran T.H., Zeng Q. and Hong W. (2007). VAMP4 cycles from the cell
surface to the trans-Golgi network via sorting and recycling
endosomes. J. Cell Sci. 120, 1028-1041.

Traub L.M. and Kornfeld S. (1997). The trans-Golgi Network - a Late
Secretory Sorting Station. Curr. Opin. Cell Biol. 9, 527-533.

Ungar D., Oka T., Krieger M. and Hughson F.M. (2006). Retrograde
transport on the COG railway. Trends Cell Biol. 16, 113-120.

Utskarpen A., Slagsvold H.H., Dyve A.B., Skanland S.S. and Sandvig K.
(2007). SNX1 and SNX2 mediate retrograde transport of Shiga
toxin. Biochem. Biophys. Res. Commun. 358, 566-570.

Utskarpen A., Slagsvold H.H., Iversen T.G., Walchli S. and Sandvig K.
(2006). Transport of ricin from endosomes to the Golgi apparatus is
regulated by Rab6A and Rab6A'. Traffic 7, 663-672.

Verges M., Luton F., Gruber C., Tiemann F., Reinders L.G., Huang L.,
Burlingame A.L., Haft C.R. and Mostov K.E. (2004). The mammalian
retromer regulates transcytosis of the polymeric immunoglobulin
receptor. Nat. Cell Biol. 6, 763-769.

von Arnim C.A., Tangredi M.M., Peltan I.D., Lee B.M., Irizarry M.C.,
Kinoshita A. and Hyman B.T. (2004). Demonstration of BACE (beta-
secretase) phosphorylation and its interaction with GGA1 in cells by
fluorescence-lifetime imaging microscopy. J. Cell Sci. 117, 5437-
5445.

Wahle T., Prager K., Raffler N., Haass C., Famulok M. and Walter J.
(2005). GGA proteins regulate retrograde transport of BACE1 from
endosomes to the trans-Golgi network. Mol. Cell Neurosci. 29, 453-
461.

Wang Y., Tai G., Lu L., Johannes L., Hong W. and Tang B.L. (2005).
Trans-Golgi network syntaxin 10 functions distinctly from syntaxins 6
and 16. Mol. Membr. Biol. 22, 313-325.

Wassmer T., Attar N., Bujny M.V., Oakley J., Traer C.J. and Cullen P.J.
(2007). A loss-of-function screen reveals SNX5 and SNX6 as
potential components of the mammalian retromer. J. Cell Sci. 120,
45-54.

Wassmer T., Attar N., Harterink M., van Weering J.R., Traer C.J.,
Oakley J., Goud B., Stephens D.J., Verkade P., Korswagen H.C.
and Cullen P.J. (2009). The retromer coat complex coordinates
endosomal sorting and dynein-mediated transport, with carrier
recognition by the trans-Golgi network. Dev. Cell 17, 110-122.

Wendler F. and Tooze S. (2001). Syntaxin 6: the promiscuous
behaviour of a SNARE protein. Traffic 2, 606-611.

Wilcke M., Johannes L., Galli T., Mayau V., Goud B. and Salamero J.
(2000). Rab11 regulates the compartmentalization of early
endosomes required for efficient transport from early endosomes to
the trans-golgi network. J. Cell Biol. 151, 1207-1220.

Xu Y., Martin S., James D.E. and Hong W. (2002). GS15 forms a
SNARE complex with syntaxin 5, GS28, and Ykt6 and is implicated
in traffic in the early cisternae of the Golgi apparatus. Mol. Biol. Cell
13, 3493-3507.

Yang P.T., Lorenowicz M.J., Silhankova M., Coudreuse D.Y., Betist

407
Retrograde transport pathways



M.C. and Korswagen H.C. (2008). Wnt signaling requires retromer-
dependent recycling of MIG-14/Wntless in Wnt-producing cells. Dev.
Cell 14, 140-147.

Yoshino A., Setty S.R., Poynton C., Whiteman E.L., Saint-Pol A., Burd
C.G., Johannes L., Holzbaur E.L., Koval M., McCaffery J.M. and
Marks M.S. (2005). tGolgin-1 (p230, golgin-245) modulates Shiga-
toxin transport to the Golgi and Golgi moti l i ty towards the
microtubule-organizing centre. J. Cell Sci. 118, 2279-2293.

Young J., Stauber T., del Nery E., Vernos I., Pepperkok R. and Nilsson

T. (2005). Regulation of microtubule-dependent recycling at the
trans-Golgi network by Rab6A and Rab6A'. Mol. Biol. Cell 16, 162-
177.

Zahn C., Hommel A., Lu L., Hong W., Walther D.J., Florian S., Joost
H.G. and Schurmann A. (2006). Knockout of Arfrp1 leads to
disruption of ARF-like1 (ARL1) targeting to the trans-Golgi in mouse
embryos and HeLa cells. Mol. Membr. Biol. 23, 475-485.

Accepted October 25, 2010

408
Retrograde transport pathways


