
Summary. Breast cancer is the most common cancer
detected in women, accounting for nearly one out of
every three cancers diagnosed in the United States. Most
cancer patients do not die from the primary tumor but
die due to metastasis. Therefore, the study of metastasis
is of most importance both to the clinician and patient.
In the past, animal models have been used in breast
cancer research and mammary gland biology. Our group
has also established several animal models to address the
function of a novel tumor suppressor gene maspin in
breast tumor progression. Maspin was initially isolated
from normal mammary epithelial cells. Its expression
was down regulated in breast tumors. To test the
protective role of maspin overexpression in mammary
tumor progression, we crossed maspin overexpression
transgenic mice (WAP-maspin) with a strain of
oncogenic WAP-SV40 T antigen mice. The bitransgenic
mice had reduced tumor growth rate and metastasis.
Maspin overexpression increased the rate of apoptosis of
both preneoplastic and carcinomatous mammary
epithelial cells. Maspin reduced tumor growth through a
combination of reduced angiogenesis and increased
apoptosis. In a separate animal experiment, maspin
overexpressing mammary tumor cells (TM40D) were
implanted into the fat pad of syngeneic mice. TM40D
tumor cells were very invasive and metastatic. However,
both primary tumor growth and metastasis were
significantly blocked in TM40D cells that overexpress
maspin as a consequence of plasmid or retrovirus
infection. These evidences demonstrate that maspin
function to inhibit primary tumor growth as well as
invasion and metastasis. Elucidating the molecular
mechanism of maspin action will shed light on our
understanding of breast cancer invasion and metastasis.
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Introduction

Breast cancer is the most common cancer detected in
women, accounting for nearly one out of every three
cancers diagnosed in the United States (Howe et al.,
2001). In 2001 alone, approximately 192,000 women
were diagnosed with this disease. Only lung cancer
causes more cancer-related deaths among women (Howe
et al., 2001). In the past, the study of breast cancer has
focused primarily on tumor initiation and suppression of
primary tumor growth, with less effort devoted to
understanding the process of tumor metastasis and
invasion (Weidner et al., 1991; Welch et al., 2000;
Folkman, 2001). Nevertheless, metastasis is of most
importance both to the clinician and patient. Currently,
chemotherapy, radiation therapy and surgery are used to
treat breast cancer in patients (Stephens et al., 1992;
Fisher, 1996). The single most effective therapy for
those diagnosed with breast cancer is the removal of the
primary tumor by surgery. However, residual tumor cells
that metastasize to secondary sites, such as the lung and
bone, is the ultimate threat to every patient following
surgery (Folkman, 1985; Fidler and Ellis, 1994). It is
clear that most cancer patients do not die from the
primary tumor but die due to metastasis. 

Metastasis is an extremely complicated process
involving local invasion, intravasation and extravasation
of vascular system, growth at secondary site and
angiogenesis (Liotta et al., 1983a, 1991; Stetler-
Stevenson, 1993; Fidler and Ellis, 1994). To address
tumor invasion and metastasis one must establish an
appropriate animal model in which the tumor cells are
invasive and can metastasize to other organs. The
animals used better have an intact immune system so
that the process of metastasis can mimic what occurs in
human patients. Historically, animal models have played
an important role in breast cancer research and
mammary gland biology. Before the age of genetic
engineering, chemical carcinogens were widely used to
induce mammary tumors in rodents. Some of the most
common carcinogens used were 2-AAF(2-
acetylaminofluorine), 3MC (3-methylcholathrence), and
DMBA (dimethylbenzanthracene) (Medina, 1974a;
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Reigh et al., 1978). In mice, hormone levels of animal
were found to be important in stimulating mammary
tumorigenesis (Medina, 1974b). Progesterone and
pituitary isografts, which stimulate the level of estrogen,
progesterone and prolactin, were found to be key factors
for promoting carcinogen-induced tumorigenesis. These
early studies provided valuable information about
mammary tumorigenesis and the shift from hormone
dependent to independent growth. In addition, people
noticed that some mice developed mammary tumors
spontaneously (Gruntenko et al., 1972). Initially, it was
thought that the cause of such cancer was due to the
“milk factor” because the cancer was transferred from
the mother of the high incidence strain to the offspring
(Gillette, 1976). This milk factor was later discovered to
be an RNA containing virus (mouse mammary tumor
virus, MMTV). The study of MMTV-induced tumors
and the use of genetic engineering over the last two
decades have dramatically changed the study of
mammary tumors. Presently, use of the promoter (LTR)
from MMTV to target transgene overexpression or for
specific gene deletion, has generated more than one
hundred mouse models for studying mammary cancer
progression (Schmidt et al., 1988; Pattengale et al.,
1989; Cardiff et al., 2000; Hennighausen, 2000).

Despite the existence of this large collection of
mammary tumor models, few have been characterized
for the mechanism of invasion and metastasis. This does
not mean that mouse mammary tumors are less likely to
metastasize. As evident from the studies from our
laboratory and other investigators, tumor metastasis
occurs at high frequency in these tumor-bearing mice
(Guy et al., 1992; Cardiff et al., 2000; Mundy, 2001). We
hypothesize that by allowing tumors to grow larger or by
removing the primary tumors so that the animals can be
kept alive for longer periods of observation, one should
be able to detect mammary tumor metastasis in a large
percent of animal models.

Maspin as a paradigm for metastasis
characterization

Our interest in cancer metastasis began with the
characterization of the maspin gene function in
mammary tumors. The maspin gene was initially cloned
by differential screening of normal human mammary
epithelial cells and breast tumors. Maspin was expressed
at the mRNA level in normal but not in tumor-derived
human mammary epithelial cells (Zou et al., 1994).
Human maspin is encoded by a cDNA of 2584
nucleotides that produces a 42 kDa protein with overall
sequence homology to serine protease inhibitors, or
serpins. Thus, the name maspin was derived from the
mammary homologue to serpins. To characterize the
function of maspin, recombinant maspin proteins were
produced in E. coli and insect Sf9 cells. Purified maspin
was a potent inhibitor to invasion and motility of
mammary tumors as well as other cell types (Sheng et
al., 1994, 1996; Zhang et al., 1997). Morphologically,

maspin treatment led to a partial restoration of the
benign epithelial morphology and an increased cell
adhesion to fibronectin (Sheng et al., 1996; Seftor et al.,
1998). Time-lapse video microscopic studies showed
that recombinant maspin dramatically inhibited the
lamellopodia extension and vectorial translation, but did
not inhibit the membrane ruffling activities of the cells. 

Initially, investigators reported that maspin did not
undergo typical transition from the stressed to relaxed
state. Thus it was predicted that maspin might act as a
non-inhibitory serpin (Pemberton et al., 1995). However,
other investigators have shown that maspin could
interact with tPA in the presence of fibrinogen and poly-
L-lysine (Sheng et al., 1998). Recently, using a yeast
two-hybrid approach, maspin was shown to interact with
extracellular matrix collagen I and III (Blacque and
Worrall, 2002). We believe that maspin is likely to
interact with multiple target molecules, such as its
homologue PAI-1 that also functions through
interactions with several different proteins (Deng et al.,
1996; Stefansson et al., 1996).

Over the last few years, we have focused our efforts
to characterize the role of maspin in breast tumor
progression, demonstrating that maspin is indeed
capable of inhibiting tumor growth as well as tumor
invasion and metastasis. In this review, we summarize
our utilization and characterization of several mammary
tumor metastasis models with maspin as the paradigm.

WAP-SV40 T antigen as a model for the study of
mammary tumor progression 

To characterize the function of maspin during tumor
progression, we generated transgenic mice containing
the mammary specific whey acidic protein (WAP)
promoter to overexpress maspin specifically in the
mammary epithelial cells (Zhang et al., 1999).
Overexpression of maspin in normal mammary epithelial
cells inhibits mammary gland development and induces
apoptosis. In order to test the protective role of maspin
overexpression in mammary tumor progression, we
crossed these WAP-maspin transgenic mice with a strain
of oncogenic WAP-Simian Virus (SV) 40 T antigen
(TAg) mice. WAP-TAg transgenic mice develop
mammary tumors with 100% frequency and can be
utilized to examine specific mechanisms of tumor
progression at both early and late time points (Tzeng et
al., 1993; Li et al., 1996). The SV40 TAg initiates
tumorigenesis through the inactivation of both the p53
and the pRb related family of proteins (Dyson et al.,
1989; Li et al., 2000). In human breast cancers
inactivation of p53 function is found in nearly 40% of
tumors, and mutations in Rb or related proteins have also
been reported (Lee et al., 1988; Li et al., 2000). 

In preneoplastic mammary cells, we found that
maspin overexpression in bitransgenic mice increased
the rate of apoptosis. Similarly, during tumor
progression overexpression of maspin reduced tumor
growth through increased apoptosis in primary
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adenocarcinomas. This was demonstrated by comparing
the rate of tumor growth of the WAP-TAg and the
bitransgenic mice. Tumors were measured biweekly
after initial detection, and the mice were euthanized
when the primary tumor grew to 2.5 cm in diameter. To
assess the rate of tumor growth, measurements were
taken from the appearance of the first palpable tumor to
the time when the tumor grew to 2.5 cm in diameter. The
tumor growth rate in mice overexpressing maspin
significantly decreased from 36.3 to 49.3 days (p< 0.03).
To determine if maspin overexpression had an effect on
microvessel density and apoptosis during tumor
progression in vivo, microvessel density in
adenocarcinomas with and without maspin
overexpression were compared. Microvessel density was
measured after CD31 staining. In small mammary
tumors (tumor size ≤ 0.6 cm in diameter), the
microvessel density was significantly reduced (p<0.02),
while the apoptotic index was significantly increased in
the presence of maspin overexpression (p<0.01).

To determine the effect of maspin overexpression on
lung tumor metastasis, lung tissues were serially
sectioned for microscopic analysis. When the primary
tumors grew to approximately 2.5 cm in diameter, all
mice were sacrificed. The bitransgenic mice had a
reduced rate of metastasis compared to that of the WAP-
TAg single transgenic mice. Lung metastases developed
in fifteen of the twenty-six (55.6%) WAP-TAg mice,
while in bitransgenic mice the rate of metastasis was
37.5% (fifteen of the forty bitransgenic mice). To
compare the difference in the number of tumor foci
between these two mouse strains, the microscopic
images of lung sections were captured and the number of
foci per area of the lung was quantified for each mouse.
The bitransgenic mice had decreased foci numbers
(0.356/104 pixels) compared to that of WAP-TAg mice
(0.655/104 pixels). 

The strength of the SV40 TAg model is that
mammary tumors develop with 100% frequency within
6 months after the first pregnancy, which activates the
SV40 TAg oncogene. Both SV40 TAg and bitransgenic
mice required mating with male mice throughout the
study to continually activate transgene expression.
Tumor development follows a defined pattern from
hyperplasia to well- and poorly differentiated
morphologies. In the background of NMR and C57BL/6,
we analyzed 66 transgenic mice that developed an
average of three mammary tumors per animal at
different sites in the mammary gland. When the primary
tumors were grown to about 10% of body weight, we
observed that 56% of animals had tumor metastases to
the lung. Histology of the lungs showed that in addition
to the true metastatic foci, there were many tumor cells
localized within the vessels of lung. This kind of tumor
foci is not considered a metastasis but is termed a tumor
embolus. The ability of SV40 TAg tumors to grow
within the micro-vessels is interesting and may reflect
the ability of these tumor cells to adhere within the
endothelium. In addition, we found that SV40 TAg
tumors metastasize to the lymph nodes and the liver less

frequently than to the lungs (Zhang et al., unpublished
data). 

One limitation in testing the tumor suppressing
activity of maspin in the SV40 TAg mouse model was
that the transgene was dependent on the WAP promoter
which was activated strongly during pregnancy and very
weakly activated in the estrous cycles (Pittius et al.,
1988a,b). However, once mammary cells became
tumorigenic, TAg expression might become independent
on the WAP promoter (Tzeng et al., 1993; Li et al.,
1996). Such a change shifted the balance more towards
tumorigenesis. Moreover, because endogenous maspin
expression was controlled by the p53 transcription factor
(Zou et al., 2000), the activation of TAg resulted in the
inactivation of p53, which in turn decreased expression
of endogenous maspin. These compounding effects
changed the balance between positive (oncogenic) and
negative (tumor suppressive) factors. In order to
counteract such a potent oncogenic effect, the level of
maspin expression must be increased in tumors by either
systemic delivery of maspin or by placing the maspin
transgene under the control of a constitutive promoter.
We accomplished this goal in the following study by
using a new breast tumor mouse model.

TM40D tumor implantation as a model to study
breast cancer metastasis 

The mammary gland is a natural site for
implantation of both normal epithelial and neoplastic
cells (Medina, 1996; Medina and Daniel, 1996). A
frequently studied model uses serial transplantation of
preneoplastic mammary outgrowth lines (Kittrell et al.,
1992; Medina, 2000) that are tumorigenic and invasive.
One such mammary outgrowth line, TM40D, was found
to be tumorigenic and invasive (Kittrell et al., 1992;
Stickeler et al., 1999). To examine maspin
overexpression in mammary tumor invasion and
metastasis, we established stable clones overexpressing
maspin. We used the elongation factor promoter, which
is constitutively active in mammalian cells, to express
the maspin gene. In the first experiment, two groups of
paired mice 8 weeks old were implanted in #4 mammary
glands with either cells transfected with the maspin
plasmid or cells transfected with control vector.
Implanted control TM40D cells developed palpable
tumors with 100% frequency. In contrast, only 77.8% of
mice implanted with maspin transfectants developed
palpable tumors (Shi et al., 2001). The tumor growth rate
was also significantly decreased in maspin expressing
tumors. The mean time for tumor appearance TE50
(50% of tumor endpoint) in the control group was 24
days, while palpable tumors developed slower in the
maspin transfectants within 36 days (p<0.001). 

Because some maspin transfectants lose the plasmid
without antibiotic selection in vivo, we performed
another experiment in which maspin was stably
integrated into chromosome by retroviral insertion.
When maspin stable clones were implanted into
mammary gland, 84.6% of implanted sites failed to
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develop tumors. The maspin clones that developed
tumors also had significant reduction in growth rates
compared to control tumor clones. Results from these
studies showed that clones containing the integrated
maspin retrovirus inhibited tumor growth more
efficiently (Shi et al., 2001). 

The tumor histology was also drastically different in
maspin expressing clones compared to the control
tumors. In general, the presence of tumor encapsulation
was associated with better prognosis while the presence
of excessive necrosis correlated with a more aggressive
phenotype. Most sections from control TM40D tumors
showed necrosis but lacked tumor encapsulation. In
contrast, all maspin expressing tumors had a fibrous
capsule surrounding the tumors but few had necrosis. 

One of the most important features of the TM40D
model is that tumors developed in the mammary gland
are highly invasive and metastasize to several organs.
Upon dissection of the mice, the majority of control
mice had multiple tumors surrounding the intestines and
some had tumors on the pleural surface, indicating that
these tumors had invaded through the abdominal muscle
from the #4 mammary gland. None of the maspin tumor-
bearing mice had visible tumor formation on the
intestine and pleural surfaces. To examine distant
metastases, lung tissues from the second group of mice
were collected and sectioned for microscopic analysis.
Two serial sections separated by 100 µm were selected
to score for micrometastatic tumor foci under high
power microscopy. Our data showed that 33.3% of the
control mice (four of twelve mice) developed lung
metastases while none of the maspin tumor-bearing mice
had any lung metastases. Overall, we observed that 75%
of the control tumor mice had either invasion or distant
metastases (nine of twelve mice). In addition, we
observed local invasion into the muscle adjacent to the
tumor and into blood vessels in the control TM40D
tumor sections. However, no invasion was observed for
maspin-overexpressing tumors (Shi et al., 2001). 

In summary, TM40D mammary tumor cells in the
syngeneic implantation model are highly invasive.
Higher tumor growth rates and extensive invasion and
metastases are observed in TM40D cells. Establishing a
transgenic mouse model to use for overexpression
studies is a lengthy process. However, one can use this
model as an alternative to studying overexpression of a
target gene of interest in mammary tumor progression
within a short window of time. Moreover, we have
recently integrated a green fluorescence protein (GFP)
gene marker in the chromosome of TM40D tumor cells.
Therefore, the progression of tumor metastasis can now
be followed using a highly sensitive PCR analysis for
detection of the marker gene in any organ of interest. 

MMTV-PyV mT transgenic mice develop highly
metastatic mammary tumors

Another good animal model is the MMTV polyoma
middle T antigen transgenic mouse, which has been

developed and characterized by Muller and Cardiff (Guy
et al., 1992). These mice develop highly aggressive
mammary tumors from about six weeks to three months
of age, and the tumors metastasize to lung with high
efficiency. The signal transduction pathway involved in
tumorigenesis has also been well defined (Guy et al.,
1992). The expression of transgene could activate c-src
family kinases and the PI-3’-kinase signal transduction
pathway (Guy et al., 1992; Webster et al., 1998; Rauh et
al., 1999). Several mutations in the c-src proto-oncogene
disrupted tumorigenesis induced by the PyV mT
oncogene. Study of the cooperative acceleration of
tumor progression between the middle T oncogene and
an oncogene of interest is difficult due to the
aggressiveness of PyV mT tumors. However, studying
the role of tumor suppressors is feasible if the suppressor
is potent enough to override the oncogenic effect of PyV
middle T antigen. Furthermore, measurement of growth
of the multifocal tumors that develop in the PyV mT
mice is a burdensome task. In our hands, these mice
develop an average of six tumors per animal by three
months, and by that time the most mice must be
euthanized due to the large tumor size. Surprisingly, the
PyV mT tumors, although very aggressive in growth
pattern, do not metastasize to any organs other than the
lungs (Guy et al., 1992; Bugge et al., 1998). Histological
analyses showed that many of these lung tumors were in
fact well-differentiated. Data from Cardiff et al. showed
that differentiation was not an appropriate marker to use
for measuring the potential aggressiveness and
metastasis of these tumors (see www.ccm.ucdavis.edu/
tgmouse/angiogen/angiolec). Our data showed that
increasing the invasiveness of PyV mT cells did not
change their homing specificity. These cells
metastasized only to the lung. Metastases to the lymph
nodes and the liver did not occur although these
metastases are common in breast cancer (Shi et al.,
2002). Despite the high rate of tumor growth, MacLeord
et al. have recently shown that PyV mT tumors develop
following a multistep process of tumorigenesis
(Maglione et al., 2001). 

Conclusion

Metastasis is a complex, multistep process involving
the detachment of neoplastic cells from the primary
tumor, degradation of the basement membrane, tumor
cell migration, intravasation and extravasation of the
tumor cells and establishment in distant organs (Stetler-
Stevenson, 1993). There are many factors that control
the process of metastasis (Liotta et al., 1983b; Nicolson,
1991; Fidler and Ellis, 1994). Over one hundred years
ago, Paget proposed a “seed and soil” theory of
metastasis. The central theme of that hypothesis is that
metastasis results from the specific affinity of certain
tumor cells (the seed) for the milieu provided by the
organs (the soil). Based on that hypothesis, certain tumor
cells can metastasize only to selected organ(s). The
SV40 T and TM40D models that we studied all display
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high invasiveness and ability to metastasize to the lungs,
a primary organ of metastasis in human breast cancer.
The SV40-TAg transgenic mice develop tumors that also
metastasize to the liver and lymph nodes. At the moment
we have not completed the characterization of metastasis
for host organs in the TM40D model. But it seems that
the TM40D tumor has rather broad homing ability for
host organs due to its extremely high invasiveness. A
third model is the polyoma virus middle T antigen (PyV
mT-high) tumor model. However, unlike the TM40D and
SV40 TAg models, this tumor can metastasize only to
the lung but not to other organs (Shi et al., 2002). We are
interested in understanding why different tumors have
such varied affinity for their host organs. Comparing the
gene profiles for these different tumors will probably
provide some hints on homing specificity and the
mechanism of tumor metastasis. These studies are
important for the basic biology as well as for the
therapeutic intervention of such malignant disease in
women. Animal models have been the workhorses for
studying mammary tumorigenesis in the past decades,
and they will become more important in our discovery of
treatments for breast tumor metastasis in the future.

Acknowledgements. This work is supported by NIH CA79736 and by
DAMD17-98-1-8029 to M.Z.

References

Blacque O.E. and Worrall D.M. (2002). Evidence for a direct interaction
between the tumour suppressor serpin maspin, and types I and III
collagen. J. Biol. Chem. 277, 10783-10788

Bugge T.H., Lund L.R., Kombrinck K.K., Nielsen,B.S., Holmback K.,
Drew A.F., Flick M.J., Witte D.P., Dano K. and Degen J.L. (1998).
Reduced metastasis of Polyoma virus middle T antigen-induced
mammary cancer in plasminogen-deficient mice. Oncogene 16,
3097-3104.

Cardiff R.D., Anver M.R., Gusterson B.A., Hennighausen L., Jensen
R.A., Merino M.J., Rehm S., Russo J., Tavassoli F.A., Wakefield
L.M., Ward J.M. and Green J.E. (2000). The mammary pathology of
genetically engineered mice: the consensus report and
recommendations from the Annapolis meeting. Oncogene 19, 968-
988.

Deng G., Curriden S. A., Wang S., Rosenberg S. and Loskutoff D.J.
(1996). Is plasminogen activator inhibitor-1 the molecular switch that
governs urokinase receptor-mediated cell adhesion and release? J.
Cell Biol 134, 1563-1571.

Dyson N., Buchkovich K., Whyte P. and Harlow E. (1989). The cellular
107K protein that binds to adenovirus E1A also associates with the
large T antigens of SV40 and JC virus. Cell 58, 249-255.

Fidler I.J. and Ellis L.M. (1994). The implications of angiogenesis for the
biology and therapy of cancer metastasis. Cell 79, 185-188.

Fisher B. (1996). Personal contributions to progress in breast cancer
research and treatment. Semin. Oncol. 23, 414-427.

Folkman J. (1985). Growth control in capillary endothelium. Dev. Bio.l 3,
101-110.

Folkman J. (2001). Can mosaic tumor vessels facilitate molecular
diagnosis of cancer? Proc. Natl. Acad. Sci. USA 98, 398-400.

Gillette R.W. (1976). Mouse mammary tumor virus as a model for viral
carcinogenesis. J. Toxicol. Environ. Health 1, 545-550.

Gruntenko V., Videlets I. and Sukhov V. S. (1972). Different effects of
early thymectomy on the development of transplanted mammary
neoplasms in relation to the presence of the milk factor in the
recipients. Dokl. Akad. Nauk. SSSR 205, 218-219.

Guy C.T., Cardiff R.D. and Muller W.J. (1992). Induction of mammary
tumors by expression of polyomavirus middle T oncogene: a
transgenic mouse model for metastatic disease. Mol. Cell Biol. 12,
954-961.

Hennighausen L. (2000). Mouse models for breast cancer. Oncogene
19, 966-967.

Howe H.L., Wingo P.A., Thun M.J., Ries L.A., Rosenberg H.M., Feigal
E.G. and Edwards B.K. (2001). Annual report to the nation on the
status of cancer (1973 through 1998), featuring cancers with recent
increasing trends. J. Natl. Cancer Inst. 93, 824-842.

Kittrell F.S., Oborn C.J. and Medina D. (1992). Development of
mammary preneoplasias in vivo from mouse mammary epithelial cell
lines in vitro. Cancer Res. 52, 1924-1932.

Lee E.Y., To, H., Shew J.Y., Bookstein R., Scully P. and Lee W.H.
(1988). Inactivation of the retinoblastoma susceptibility gene in
human breast cancers. Science 241, 218-221.

Li M., Hu J., Heermeier K., Hennighausen L. and Furth P.A. (1996).
Expression of a viral oncoprotein during mammary gland
development alters cell fate and function: induction of p53-
independent apoptosis is followed by impaired milk protein
production in surviving cells. Cell Growth Differ. 7, 3-11.

Li M., Lewis B., Capuco A.V., Laucirica R., and Furth P.A. (2000). WAP-
TAg transgenic mice and the study of dysregulated cell survival,
proliferation, and mutation during breast carcinogenesis. Oncogene
19, 1010-1019.

Liotta L.A., Rao C.N. and Barsky S.H. (1983a). Tumor invasion and the
extracellular matrix. Lab. Invest. 49, 636-649.

Liotta L.A., Rao N.C., Terranova V.P., Barsky S. and Thorgeirsson U.
(1983b). Tumor cell attachment and degradation of basement
membranes. Symp. Fundam. Cancer Res. 36, 169-176.

Liotta L.A., Steeg P.S. and Stetler-Stevenson W.G. (1991). Cancer
metastasis and angiogenesis: an imbalance of positive and negative
regulation. Cell 64, 327-336.

Maglione J.E., Moghanaki D., Young L.J., Manner C.K., Ellies L.G.,
Joseph S.O., Nicholson B., Cardiff R.D. and MacLeod C.L. (2001).
Transgenic polyoma middle-T mice model premalignant mammary
disease. Cancer Res. 61, 8298-8305.

Medina D. (1974a). Mammary tumorigenesis in chemical carcinogen-
treated mice. I. Incidence in BALB-c and C57BL mice. J. Natl.
Cancer Inst. 53, 213-221.

Medina D. (1974b). Mammary tumorigenesis in chemical carcinogen-
treated mice. II. Dependence on hormone stimulation for
tumorigenesis. J. Natl. Cancer Inst. 53, 223-226.

Medina D. (1996). The mammary gland: a unique organ for the study of
development and tumorigenesis. J. Mammary Gland Biol. Neoplasia
1, 5-19.

Medina D. (2000). The preneoplastic phenotype in murine mammary
tumorigenesis. J. Mammary Gland Biol. Neoplasia 5, 393-407.

Medina D. and Daniel C. (1996). Experimental models of development,
function, and neoplasia. J. Mammary Gland Biol. Neoplasia 1, 3-4.

Mundy G. (2001). Preclinical models of bone metastases. Semin. Onco.l
28, 2-8.

Nicolson G.L. (1991). Molecular mechanisms of cancer metastasis:

205

Maspin inhibits mamary tumor progression and metastasis



tumor and host properties and the role of oncogenes and
suppressor genes. Curr. Opin. Oncol. 3, 75-92.

Pattengale P.K., Stewart T.A., Leder A., Sinn E., Muller W., Tepler I.,
Schmidt E. and Leder P. (1989). Animal models of human disease.
Pathology and molecular biology of spontaneous neoplasms
occurring in transgenic mice carrying and expressing activated
cellular oncogenes. Am. J. Pathol. 135, 39-61.

Pemberton P.A., Wong D.T., Gibson H.L., Kiefer M.C., Fitzpatrick P.A.,
Sager R. and Barr P.J. (1995). The tumor suppressor maspin does
not undergo the stressed to relaxed transition or inhibit trypsin-like
serine proteases. Evidence that maspin is not a protease inhibitory
serpin. J. Biol. Chem. 270, 15832-15837.

Pittius C.W., Hennighausen L., Lee E., Westphal H., Nicols E., Vitale J.
and Gordon K. (1988a). A milk protein gene promoter directs the
expression of human tissue plasminogen activator cDNA to the
mammary gland in transgenic mice. Proc. Natl. Acad. Sci. USA 85,
5874-5878.

Pittius C.W., Sankaran L., Topper Y.J. and Hennighausen L. (1988b).
Comparison of the regulation of the whey acidic protein gene with
that of a hybrid gene containing the whey acidic protein gene
promoter in transgenic mice. Mol. Endocrinol. 2, 1027-1032.

Rauh M.J., Blackmore V., Andrechek E.R., Tortorice C.G., Daly R., Lai
V.K., Pawson T., Cardiff R.D., Siegel P.M.,and Muller W.J. (1999).
Accelerated mammary tumor development in mutant polyomavirus
middle T transgenic mice expressing elevated levels of either the
Shc or Grb2 adapter protein. Mol. Cell. Biol. 19, 8169-8179.

Reigh D.L., Stuart M. and Floyd R.A. (1978). Activation of the
carcinogen N-hydroxy-2-acetylaminofluorene by rat mammary
peroxidase. Experientia 34, 107-108.

Schmidt E.V., Pattengale P.K., Weir L. and Leder P. (1988). Transgenic
mice bearing the human c-myc gene activated by an
immunoglobulin enhancer: a pre-B-cell lymphoma model. Proc. Natl.
Acad. Sci. USA 85, 6047-6051.

Seftor R.E., Seftor E.A., Sheng S., Pemberton P.A., Sager R. and
Hendrix M.J. (1998). maspin suppresses the invasive phenotype of
human breast carcinoma. Cancer Res. 58, 5681-5685.

Sheng S., Carey J., Seftor E.A., Dias L., Hendrix M.J. and Sager R.
(1996). Maspin acts at the cell membrane to inhibit invasion and
motility of mammary and prostatic cancer cells. Proc. Natl. Acad.
Sci. USA 93, 11669-11674.

Sheng S., Pemberton P.A. and Sager R. (1994). Production,
purification, and characterization of recombinant maspin proteins. J.
Biol. Chem. 269, 30988-30993.

Sheng S., Truong B., Fredrickson D., Wu R., Pardee A.B. and Sager R.
(1998). Tissue-type plasminogen activator is a target of the tumor
suppressor gene maspin. Proc. Natl. Acad. Sci. USA 95, 499-504.

Shi H., Liang R., Templeton N. and Zhang M. (2002). Inhibition of breast
tumor progression by systemic delivery of maspin in a syngeneic
tumor model. Mol. Therapy 5, 755-761.

Shi H.Y., Zhang W., Liang R., Abraham S., Kittrell F.S., Medina D. and
Zhang M. (2001). Blocking tumor growth, invasion, and metastasis
by maspin in a syngeneic breast cancer model. Cancer Res. 61,
6945-6951.

Stefansson S., Lawrence D.A. and Argraves W.S. (1996). Plasminogen
activator inhibitor-1 and vitronectin promote the cellular clearance of
thrombin by low density lipoprotein receptor-related proteins 1 and
2. J. Biol. Chem. 271, 8215-8220.

Stephens F.O., Storey D.W., Thompson J.F. and Marsden, F.W. (1992).
Surgical oncology and the role of regional chemotherapy. Aust. N. Z.
J. Surg. 62, 691-696.

Stetler-Stevenson W.G., Aznavoorian S. and Liotta L.A. (1993). Tumor
cell interactions with the extracellular matrix during invasion and
metastasis. Annu. Rev. Cell Biol. 9, 541-573.

Stickeler E., Kittrell F., Medina D. and Berget S.M. (1999). Stage-
specific changes in SR splicing factors and alternative splicing in
mammary tumorigenesis. Oncogene 18, 3574-3582.

Tzeng Y.J., Guhl E., Graessmann M. and Graessmann A. (1993).
Breast cancer formation in transgenic animals induced by the whey
acidic protein SV40 T antigen (WAP-SV-T) hybrid gene. Oncogene
8, 1965-1971.

Webster M.A., Hutchinson J.N., Rauh M.J., Muthuswamy S.K., Anton
M., Tortorice C.G., Cardiff R.D., Graham F.L., Hassell J.A. and
Muller W.J. (1998). Requirement for both Shc and
phosphatidylinositol 3' kinase signaling pathways in polyomavirus
middle T-mediated mammary tumorigenesis. Mol. Cell. Biol. 18,
2344-2359.

Weidner N., Semple J.P., Welch W.R. and Folkman J. (1991). Tumor
angiogenesis and metastasis--correlation in invasive breast
carcinoma. N. Engl. J. Med. 324, 1-8.

Welch D.R., Steeg P.S. and Rinker-Schaeffer C.W. (2000). Molecular
biology of breast cancer metastasis. Genetic regulation of human
breast carcinoma metastasis. Breast Cancer Res. 2, 408-416.

Zhang M., Magit D., Botter F., Shi Y., He K., Li M., Furth P. and Sager
R. (1999). Maspin plays an important role in mammary gland
development. Dev. Biol. 215, 278-287.

Zhang M., Sheng S., Maass N. and Sager R. (1997). mMaspin: the
mouse homolog of a human tumor suppressor gene inhibits
mammary tumor invasion and motility. Mol. Med. 3, 49-59.

Zou Z., Anisowicz A., Hendrix M.J., Thor A., Neveu M., Sheng S., Rafidi
K., Seftor E and Sager R. (1994). Maspin, a serpin with tumor-
suppressing activity in human mammary epithelial cells. Science
263, 526-529.

Zou Z., Gao C., Nagaich A.K., Connell T., Saito., Moul J.W., Seth P.,
Appella E. and Srivastava S. (2000). p53 regulates the expression of
the tumor suppressor gene maspin. J. Biol. Chem. 275, 6051-
6054.

Accepted August 8, 2002

206

Maspin inhibits mamary tumor progression and metastasis


